CHAPTER V

CONCLUSIONS

Four haplotypes of Dra I-digested IrRNA of A. cerana in Thailand were found.
Haplotypes A and D were only found in north, northeast and central samples
whereas haplotypes B and C were restrictiyely found in peninsular sample, Samui

Island and Phuket Island.
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Semi-quantitative PCR based on competition between the target and its genomic

at'le least stable protein

DNA was successfully developed. The quantitative ratio of AcMRJP1
AcMRIJP2 : AcMEJP3 transcript was 3.3 : 1.6 : 1.

Expression of AcMRIJP1, AcMRJP2 and AcMRIJP3 were found in

hypopharyngeal glands of nurse bees and forager bees but not in newly emerged
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bees. The expression levels of these genes in nurse bees were 1.8, 2.5 and 2.0

times greater than those of forager bees.
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