CHAPTER |

INTRODUCTION

The focus of this thesis is on group C Streptococcus (GCS) and group G
Streptococcus (GGS). The clinical significant of these organisms are similar to group A
Streptococcus (GAS) which is a major pathogen in human. The streptococci are usually
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hypervariable part that is highly heterogeneous for M serotyping or Lancefield M

serotyping. Serological M typing has identified more than 100 M types. M serotyping
is very useful in epidemiological study, and can be used to identify source of outbreaks.
M typing can also be used to monitor streptococcal carriage within region of endemicity

and is useful to monitor and follow up of diseases when rheumatogenic and



nephritogenic strains were identified. In addition, antibody to hypervariable part of M
protein is protective. It was proposed that effective vaccine should compose of M
protein from multiple types. Therefore, M typing is important in vaccine development of
these organisms. However, M serotyping has several limitations. First, producing of
type specific M typing antisera is difficult and specialized. There are problems from
cross reactivity of antibody and the lack of expression of M protein after in vitro

subculture. In addition, production of M type precipitating antisera is very expensive.
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sequencing were used relies upon the use of the two highly conserved primers to
amplify a large portion of the emm gene and the hypervariable sequence encoding M
serospecificity lies adjacent to one of the amplifying primer sequences, allowing for
sequencing. The samples were grouped into invasive and non invasive isolates from

each GCS and GGS in order to compare the different sequence types of emm gene.



These data will provide information of the pattern of emm gene from GCS and GGS in

Thai patients and the differences in invasive and non-invasive groups, which might also

be useful in vaccine development to Streptococcus in Thailand.
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