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N19MIAUIAIN DNA marker 14 6% Denaturing DNA polyacrylamide gel

AUEANERINYIE

DNA marker size (bp) | Distance migrate (cm) Log10 DNA marker size
700 1.3 2.845
600 1.7 2.778
500 _ L, 22 2.699
P N 2.602

S
300 ‘ 2477
)C : : 2.301
A AN 2
77 BN
00747 + 2.9025
w =0.9615
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U9 Methensanmsgudmiunisiianzivnauintes DNA marker 14 6%

Denaturing DNA polyacrylamide gel
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nN1sIUIA’IN RNA marker

DNA marker size (bp) | Distance migrate (cm) Log10 DNA marker size

9000 2.7 3.954

7000 2.9 3.845

5000 3.3 3.699

3477

3.301

3

2.699

Log RNA marker size
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rated distance (cm)
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U7 11 anmouz RNA NAAAN

Tmﬂﬁl M = DNA marker (Lamda DNA digested with EcoRI and Hindlll)
A = LPT123 lugzni
B 0P8 Wun b A
C = LPT123-TC171 lunnazing

D = LPT123-TC171 lunnaziAn
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