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Helicobacter pylori infection ¢ uses ga ation and gastritis which increase the
risk for peptic ulcer disease (PUD) , m?at more than half of the world's
population is infected with H. pylori. ihe blogic factors eontributing to clinical outcome include

environmental factors, genetic fact

a key role in pathogenesis such as ¢@g4, 4 1 iced’ ¢ minant H. pylori strains circulating

genotype in certain areas may ha ant epidemiolog d be associated with the severity
F 4 " . = r t

of H. pylori-related diseases in suchiregi 0N, previous lies: demonstrated that the relationship

—--“'

cagA, vacA and iceA of H. pylorﬂ patients with PﬁD C{;M wit

and to determine the association Sf-these-genes-with-PH—in-

from PUD patients and 40 isolate rom _g-- afid 1ceA of H. pylori were identified

by using polymerase chain reaction' (PCR) with specific primers. The result of this study demonstrated that

cagA positive, vacA sl, m2 and 1ceﬂ£notypes were foyeg- predominantly in H. pylori in Thailand .The

presence of either cagd, ylﬂ q ﬂﬂ% l&} ﬂﬁvalue as a risk marker for
clinical outcome of H. py ct ddition, high prevalence of mixed iceA isolates (48.75%) was found
in Thai patients. All of these isolates contained smgﬁ vacA genotypeSvhich suggests thélsence of mixed ice4
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with PUD (P=0.04; OR=2.51, 95%CI=1.05-6.04). Therefore, vac4 sla, mixed ice4 genotype may be regarded

as marker for predicting the peptic ulcer disease in Thai setting if the mixed ice4 genotype has been proven to

antly associated

be really existed.
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