a d (v S a = 9/ .
n1swqﬂmananyaﬁﬂiﬂuamwugwmma‘lﬂuﬂﬂﬂ Trimeresurus macrops

HNaIUgUa adaangn

a = Jv 2 w a U a
mmuwuﬁﬁﬁ’ludmﬁﬁa‘umnﬁﬁﬂ‘ymmmmqmﬂ‘s‘agagnnmmamumummm
a ~ a ~
MVITUAN  MI¥ AN
a d d [y
AULINGIMANT YW IAINIAINTNIN A

UnisAnu 2546
ISBN 974-17-4589-3

a a

Y d LY
AVANTYRIYW 1IN TN INeNAe



PROTEIN IDENTIFICATION OF Trimeresurus macrops VENOM

Miss Narumon Sawasdipuksa

A Thesis Submitted in Partial Fulfillment of the Requirements
for the Degree of Master of Science in Chemistry
Department of Chemistry
Faculty of Science
Chulalongkorn University
Academic Year 2003
ISBN 974-17-4589-3



Thesis Title PROTEIN IDENTIFICATION OF Trimeresurus macrops

VENOM
By Miss Narumon Sawasdipuksa
Field of Study Chemistry
Thesis Advisor Associate Professor Amorn Petsom, Ph.D.
Thesis Co-advisor Assistant Professor Polkit Sangvanich, Ph.D.

Accepted by the Faculty of Science, Chulalongkorn University in Partial Fulfillment

of the Requirements for the Master’s Degree

(Professor Piamsak Menasveta, Ph.D.)

<.eeee.... Dean of Faculty of Science

Thesis Committee:

....... Chairman

(Professor Sophon Roengs#fmran, Ph.D.)

%— Thesis Advisor

(Associate Professor Amorn Petsom, Ph.D.)

/gﬁ/fﬂ ;;/;eﬂwn& coveviiiiiiiiiinionen ... Thesis Co-advisor
(Assistant Professor Polkit Sangvanich, Ph.D.)

UWWW% Member

(Thumnoon Nhujak, Ph.D.)

oNavnod  Prkmanee

(Mrs. Narumol Pakmanee)

vever..... Member



iv

w A a d (Y] = a IS 9
Hua aiaangnel : mmqﬂmanannﬂﬁﬂmumﬂwugmmma"lmm‘im

Trimeresurus macrops (PROTEIN IDENTIFICATION OF
Trimeresurus macrops VENOM)

9. ﬁ‘lﬁﬂﬂ] : ‘iﬂ@ﬁ]ﬁﬂﬂﬂ]ifi A9. BUT INYITU

0. fl3nudm #emans1915d as. nangual uadiy, 65 win
ISBN 974-17-4589-3

IﬂiﬁuﬁlaLi‘]umﬁﬂi:nfau'luﬂugﬁimmﬂuﬁmim (Trimeresurus macrops) usning
adumallangiaadiannsinisia 2 malla léun SDS-PAGE uay wadianinstnisdalu 2 3
(2-D) uazmpilalraamstu Tasuanns Al anmspmzvisamaiianiausadianinsinisda
e 2 mﬂﬁﬂﬁﬂﬁﬂﬂuﬁqgﬂuuummTﬁsﬁu;Twumﬁtﬂumﬁﬂ?:n@u'luﬁugﬁﬁmﬁ WATAINNIS
uenlsfusnemaiianaflamsiulanninneWlillsfudand 3 ofin  lneenduises
waguininsilinesuuy Matrix assisted laser desorption ionization/time of flight
(MALDI/Tof) anunsadiasizinnanaluianalfivindu 13731.02 anasiu, 13254.68 anasi
Waz 13340.09 madu anduntraziiuainlaasiy N-terminal 3inszvidnemnaiia Edman
degradation 1eslUsfiuludauuen X anaaflamsiufitiuaaluianawindu 13340.09 aasu
A2 HVLQLGLYIL Anmansunsaeziiuundausecllsiivludouuen VI dramaiauniiau
unagulntnswmTuuy Electrospray ionization quadrupole/time of flight annawlansunns
uANFAYR4 precursor ion 7 m/z 659.3 uax 844.3 anunsnulanalFidudnsunsnesiTugoal-
nsnaaldIndAe WAVQCSQQPNR uay EAVGEDPWYNHQ(/L)K uananniiulsiinly
dauuen 11 uax 11 usm proteolytic activity 1vien specific activity ({lu 0.18 uaz 0.15

unit/ml MNATAL uazWU phospholipase A activity lultsAiulugauuen VI

A Q
NN il aeilevean.. . wnaa. d3K6mnm
MvIN.......... nNBUNTE.......... meieveo11sanSow.. . E2V ol

Unsfinwn.....2546 awileveormisailinmda.. [yt freal .




## 4472296823 : MAJOR CHEMISTRY
KEY WORD : Trimeresurus macrops/ BIG-EYED PIT VIPER/ SNAKE VENOM/
PROTEIN/ IDENTIFICATION

NARUMON SAWASDIPUKSA : PROTEIN IDENTIFICATION OF
Trimeresurus macrops VENOM

THESIS ADVISOR : ASSOCIATE PROFESSOR AMORN PETSOM, Ph.D.
THESIS CO-ADVISOR : ASSISTANT PROFESSOR POLKIT

SANGVANICH, Ph.D., 65 pp. ISBN 974-17-4589-3

The protein components from the venom of Trimeresurus macrops have been separated
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