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FORTRAN 200 SOJRCE LISTING AND DIAS*OSTICS ) PRIGRAM: 000002

001
002
003
004

205 .

006
007
010

211

012
013
014

) -

016
017
020
021
022
023
024

025
026
027
0390
031
032
033
034
035

036

037

C  IMPJT T1,T2,T3,Y

C*&ﬁ**ﬁl*llﬂ*ﬁk'**“ﬁ.ﬂkﬁkl**i****i******kkﬁil*****************’*****k***wk**p.

o ¥ : .
Cruan THE PURPOSI OF T-IS PROGRAM IS5 TO CALCULATE P(T)«M(T)sn(T) AND C(T)
CHRERRR

c DEFINED AS FWLL“IS.

£ N(T) = THE HUM3ZIR 07 RTIDSOVES ON Tﬂc M=RNA AT TIME T,

¢ Q(T) = THE TOT«' AMIYNT OF LA3ELLED AMIND ACIDS COLLECTED pny THE RIZ0s0::
¢ . INTO PARTIAL.Y caqusTsa PRITEINS OV THE 4-RNA AT TIME T,

: CiT) = THS TOT\L AMIUNT OF LASELLED AMIND ACIDS IM COYUPLETFD PROTEINS N
¢ THE CULLJLAR SAP AT TIar Te

¢ PIT) = FRAZTIONAC CONCENTRATION OF LARELLED FRFE ANINO ACINS AT TIaE T,
CHsemnn

Cuwua THE BASIC DARAMETIIS ART AS FOLLOAS.

c H = THE LEN3TH 0% THZ M-RNA A MEASURED 3y A JNIT OF TRINUCLEOTIDE,

C HR = THE "lUM3IR )T STATES 0ZCJ2IED 8Y ITI0S0IE.

C T1 = TIME IMTEIVALI IETAEEN SJCCESSIVE APPEARFMNCE OF RIHOSOMES AT THE

(s INITIATION V). -

c T2 = THE TIME 3y A RUA3SOME TI MOVE FIV THE INITIATION END TO THE

C , TERMIIIATION MDD

C Ta = THE VATING TIYE OF THE RI3JS04E AT ‘THE TERMINATION FND,

C T2CARP= T2/4

Coaxtnn

Cuwr TUIS PROGRA' T4 3RDZR TO TEST THE DATA ARE CONGESTED CASE OR
CHnun WN-CTONGESTED CASZ,

g*l************l***ﬂlll*k*********'******************“***l**************“ﬂ****#
1 A=2e¢097 A

A =17580,2991

. TAJ‘14.776767

812001705

Cl= ﬂ-06767

H=220

HR=3

NAY=0

o~

READ(2011)T19T29T30 N,
CALL EJF ¢ 4
IF(JeE261)3D TO 6
WRITE(3555)
T2CAP=T2/4
HCAP=HI*T2ZAP
1P (Tle3EeHCZAR) RAM=T]
IF(TleLTeHZAP) RAM=+4CAP
RYI=((H/HR)=(T2C AP»J»/RAW)I(l./Tl-(lo/T3))
ANT=(T2CAP*H) /RAM
HyR=H/+R '
T==e2

o CALCULATION LOJOP.
o T J 8 R Y Y
TeTe. 2
HZAP= R#T2CAD
IF(T1e5SHZAP) R4AM=T1
IP(T1eLTo 4’AP) A= 4CA°

IF((4CAPGZaT3) ¢AYNDe (T1eGEL4CAP)) 30 TO 3
IF((HCAP, LT T3) e AN (T16GEL4CAP)) GO TO 2
IF((HCAPGZeT3) o AND (T1eLT.+CAP)) 30 TO 2
IF((HCAPGLTeT3)eANDe (T1eLT.4CAP)) GO TO 2
GY TO 4 _ :

2 ' IF(l+EQel) WRITE(3,22)




040
041

043

e fr )

)73
274
375
076
077

100
101
102
103
104
105
106

107
110
111
112
113

114

41

11
22
33
4%
55

NON=0

GO TO &

IF(TleLToeHCAP) T1 = HCZAP

IF(leEQsl) WRITE (3»33)

NOM=1

IF(4CAPGELT3) TO=T1

IF (HCAPLTeT3) TO=T3

IF(NON,EQeJ)GO TO 7

CALCJLATE THE VALJE OF N(T)e .
ANT=A®r{%T2CAP* (14 /T1 = 1¢/70)%T + (T2CAPRH) /AN
HCAPN=HCAP+ (T3mrAZlAP) #( (1 <~EXP(«T/R-10))/0632120566)
NNT=ANT+ .5

AMNT = NNiT

T2CAPN=2HCAPN/HR

EXPXz EXP(«T 7/ TAJ)

CALCJLATE THE VvALJE OF P(T)o,

PT = A0 * EXPX

NOT= PTe¢,o5

PT=NPT

A1=BLl®AT# (1e/TL*ANT/T2CAP)

A2=Cl/T3

ALPHA=AL/ (A2=14/TAY) .

EXPY = EXP(=A2 #* T)

CALCULATE THE VALJE OF B(T) e

BT = ALPHA # (EXPX = EXPY)

N3T = BT+45

BT = N3T

CALCULATE THE VALJE OF CtT)e.

CT = ((ALPHA # C1) 7 T3) # (=TAJ ® EXPX * (1ls/A2)#EXPYeTAU~1,4/42)
NCT = CT +,5

CT = NCT

QUTPJT SENDINGe

WRITE(334%) [aTeANTsPT¢3TH»CT

IF(NON,EQel) GO TO 5

-IF(TZCAPN*4R.GT.TI) T1l=T2CAPN®AR

T2CAP=T2CAPN

CONTINUE

ENDTOF THIS STERP AN 3E3ENING THE "EW STEP
Go TO 1

IR(ANTGE.«HR) GO T) 8

ANT=ARART2CAPR (1e/Tl=1le/TO)%T & ANT

GN TO 4l

ANT= HHR

GO TJ w1l

STOP

FORMAT (F3e29F4420F342912)

FORMAT (154 CONJESTED) CASE)

FORMAT (184 NONCZONGESTED CASE)

FORMAT (10X9]169FBe294F1040/)
FORMAT(IHI’13X034ND.oSXOlHTo3XoZdNT09X-24PTo7Xa2HBTo9XoZ“CT/)

END
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