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Table 37. Comparison between genotype and allele frequencies of VEGF (-1557C/A, rs699947) gene polymorphism in the different population.

Cytokine Position Genotypes Control groups
Author Barile et al. Papazoglou et al. Breunis et al. Bo et al. This study
Year 2006 2004 2006 2006 2006
Ethnic Italy Greece Natherland Italy Thai
N 215 73 293 222 234
VEGF -1657 C/IC 61 (28.4%) °23 (31.5%) ° 65 (22.2%) 63 (32.8%) 114 (48.7%)
C/IA 117 (54.4%) 30 (41.1%) 145 (49.5%) 119 (53.6%) 105 (44.9%)
AJA 37 (17.2%) 20 (27.4%) 83 (28.3%) 30 (13.5%) 15 (6.4%)
Allele
C 239 (56.0%) 76 (52%) 275 (46.9%) 265 (59.7%) 333 (71.2%)
A 191 (44.0%) 70 (47.9%) 311 (53.1%) 179 (40.3%) 135 (28.9%)

® The genotype distribution is significantly different when compared with Thai (x2 = 18.66, p = 0.000016).

® The genotype distribution is significantly different when compared with Thai ()(,2 =5.99, p=0.01).

° The genotype distribution is significantly different when compared with Thai (Xz =18.66, p = 0.00000).

_ “The genotype distribution is significantly different when compared with Thai ()(2 = 18.66, p = 0.000834).
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Table 38. Comparison between genotype and allele frequencies of VEGF (-1557C/A, rs699947) gene polymorphism in the different population.

Cytokine Position Genotypes Control groups
Author HapMap-CEU HapMap-HCB HapMap-JPT This study
Year - - - 2006
Ethnic European Han Chinese Japanese Thai
N 60 45 44 234
VEGF -1557 C/C °21 (35.0%) °23 (51.1%) °20 (45.5%) 114 (48.7%)
C/IA 29 (48.3%) 19 (42.2%) 20 (45.5%) 105 (44.9%)
AA 10 (16.7%) 3 (6.7%) 4 (9.1%) 15 (6.4%)
Allele
C 71 (59.2%) 65 (72.2%) 60 (68.2%) 333 (71.2%)
A 49 (40.8%) 25 (27.8%) 28 (31.8%) 135 (28.9%)

® The genotype distribution is no significantly different when compared with Thai.
® The genotype distribution is no significantly different when compared with Thai.

The genotype distribution is no significantly different when compared with Thai.
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Table 39. Comparison between genotype and allele frequencies of VEGF (-460C/T, rs833061) gene polymorphism in the different population.

Control groups

Cytokine Position Genotypes

Author Young et al. Barile et al. Ku et al. Liu et al. This study

Year 2004 2006 2005 2003 2006

Ethnic UK Italy Taiwan Taiwan Thai

N 101 215 230 119 234

VEGF -460 C/C 21 (20.8%) 39 (18.1%) 0 (0.0%) 4 (3.4%) 20 (8.6%)
CIT 60 (59.4%) 117 (54.4%) 192 (83.4%) 72 (60.5%) 97 (41.4%)
/T °20 (19.8%) °59 (27.4%) °38 (16.6%) °43 (36.1%) 117 (50.0%)
Allele

C 102 (50.5%) 195 (45.4%) 192 (41.7%) 80 (33.6%) 137 (29.3%)
: 100 (49.5%) 235 (54.6%) 268 (58.3%) 158 (66.4%) 331 (70.7%)

® The genotype distribution is significantly different when compared with Thai (X2 = 25.38, p = 0.0000005).

® The genotype distribution is significantly different when compared with Thai ()(‘2 = 22.99, p = 0.000002).

° The genotype distribution is significantly different when compared with Thai (X2 = 56.94, p = 0.0000).

* The genotype distribution is no significantly different when compared with Thai (X2 =5.57, p = 0.02).
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Table 40. Comparison between genotype and allele frequencies of VEGF (-460C/T, rs833061) gene polymorphism in the different population.

Control groups

Cytokine Position Genotypes
Author HapMap-CEU HapMap-HCB HapMap-JPT This study
Year - : - 2006
Ethnic European Han Chinese Japanese Thai
N 58 45 44 234
VEGF -460 C/C 11 (19.0%) 3 (6.7%) 4 (9.1%) 20 (8.6%)
o7a) 27 (46.6%) 19 (42.2%) 20 (45.5%) 97 (41.4%)
T °20 (34.5%) °23 (51.1%) °20 (45.5%) 117 (50.0%)
Allele
C 49 (42.2%) 25 (27.8%) 28 (31.8%) 137 (29.3%)
T 67 (57.8%) 65 (72.2%) 60 (68.2%) 331 (70.7%)

® The genotype distribution is significantly different when compared with Thai (x2 = 3.89, p = 0.049).

® The genotype distribution is no significantly different when compared with Thai.

° The genotype distribution is no significantly different when compared with Thai.



Table 41. Comparison between genotype and allele frequencies of VEGF (+405C/G,
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rs2010963) gene polymorphism in the different population.

Cytokine Position Genotypes Control groups
Author Young et al. Barile et al. Papazoglou et al. Breunis et al. This study
Year 2004 2006 2004 2006 2006
Ethnic UK Italy Greece Natherland Thai
N 102 215 73 297 234
VEGF +405 C/C 7 (7.0%) 28 (13.0%) 16 (21.9%) 35 (11.8%) 29 (12.4%)
C/IG 48 (47.0%) 99 (46.1%) 31 (42.5%) 130 (43.8%) 118 (50.4%)
G/G °47 (46.0%) °88 (40.9%) °26 (35.6%) °132 (44.4%) 87 (37.18%)
Allele
C 62 (30.4%) 155 (36.0%) 63 (43.1%) 200 (33.7%) 176 (37.6%)
G 142 (69.6%) 275 (64.0%) 83 (56.8%) 394 (66.3%) 292 (62.4%)

® The genotype distribution is no significantly different when compared with Thai.

® The genotype distribution is no significantly different when compared with Thai.

° The genotype distribution is no significantly different when compared with Thai.

‘The genotype distribution is no significantly different when compared with Thai.



Table 42. Comparison between genotype and allele frequencies of VEGF (+405C/G, rs2010963) gene polymorphism in the different population.

Cytokine Position Genotypes Control groups
Author Lee, S.J. et al. Kim, S.H. et al. This study
Year 2005 2005 2006
Ethnic Korea Korea Thai
N 432 219 234
VEGF +405 C/IC 92 (21.3%) 29 (13.2%) 29 (12.4%)
CIG 232 (53.7%) 116 (53.0%) 118 (50.4%)
G/G *108 (25.0%) °74 (33.8%) 87 (37.18%)
Allele
C 416 (48.1%) 174 (39.7%) 176 (37.6%)
G 448 (51.9%) 264 (60.3%) 292 (62.4%)

® The genotype distribution is significantly different when compared with Thai (x2 = 10.29 , p = 0.001).

® The genotype distribution is no significantly different when compared with Thai.
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