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The semi-quantitative RT-PCR technique was used to examine the mRNA level of
Major Royal Jelly Proteins type 1- 6 (AcCMRJP 1-6) and Apisimin in hyphopharyngeal gland
of Apis cerana worker bees at 4 stages as newly emerged bess, 510 -tiay-old nurse bess, |-
| -clay-oldl nurse bees, and forager bees. In this study, only mRNA level of AcApisimin was
detected in newly emerged bees as 45.1 pg per individual bee whereas ACMRIP 16 mRNA
wes not found. The mRNA levels of AcMRIPs and AcApisimin were found in the other
stages. ACMRIP 1:5 and AcApisimin mRNA levels in nurse bees were higher than those in
forager bees. On the contrary, AcMRIP6 mRNA level in nurse bees wes less than those of in
forager bees. In 5-10 -gay-old nurse bees, the mRNA levels of ACMRJPI-6 and AcApisimin
were 6364, 38.17, 3.37, 340, 0.85, 0.15, and 66455 pg per indiviclual bees, respectively,
whereas in 11-15 -day-old nurse hees the mRNA levels were 55.86, 2821, 2.33, 250, 0.%,
0.4, and 6020 pg per individual hess, respectively, and forager bees were 3.25, 281, 009,
0.29, 0.03, 262, and 236.04 pg per indlividual bees, respectively. In addition, the relative ratio
of mRNA level in 4 stages of honey bees (newly emerged bees 510 -dlay-old nurse hees
11-15 -gay-old nurse bees - forager bees, respectively) was 0: 196 : 17.2 : 1for ACMRJPI, 0
1 136: 100 1for AMRIP2, 0 367 254 1for ACMRIP3, 0: 117 86 1for
ACMRIP4,0 279 3L5: 1for AcMRIPS, 0 1:28: 171 for AcMRIP6 and 1: 14.7: 134

52 for AcApisimin.
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ACMRIPs = Apis cerana major royal jelly proteins

AmMRIPs = Apis mellifera major royal jelly proteins

ATCG = nucleotide containing the beses adenine, thymine
cytosine and - guanine, respectively

bp = bese parr

C = degree celcius

CDNA = complementary deoxyribonucleic acid

DNA = deoxyribonucleic acid

dNTPs = deoxyribonucleotide triphosphates
(dATP, dTTP, dCTP, dGTP)
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ml = millilitre
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g = nanogram
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pl = microlitre
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