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Apisflorea, dwarf honeybee is one of native species in Thailand. It is small in

body size and builds a small riest consisting of a single comb. Honey is one of the
important products from honeybee. The haney is mainly produced by’ the activity of
alpha - glucosidase, AG. The'aG (3.C.3.2.L20) is an enzyme that can hydrolyze™l, 4
- linked - aIXha_- glucosidic Doné in sucrose, nectar, t0 be fructose and glucose
honey. The AG is s%nthesue_d thJopharyngeaI glands %HPGS) located in ahead of
honeybee. Total RNA was isolated from eqgs, heads of nurse bees, and heads of
forager hees. They were amp ifiec by RT - PCR and the results. indicated that the
expression. of AG 7Is highest in forager bees (760.589). In addition, it was hlghI?]/
expressed. in nurse bee (386.623) hat was not expressed in egg (16.082). The lengt
(1,739 hp) of AG cDNA was obtaned by RT - PCR. The nucleotide and deduced
amino acid (568 aming acids) seguences were aligned by Clustal _program. The
result showed the amino acic idoitity of about™95% fo the AG in A™ mellifera.
Phylogenetic trees were made ty UrsGMA and NJ prog_rams. The AG was purified b
cofumn chromatography. Forager dees (500 g) in'so |um,Phos hate buffer (pH 6.
Wwere homogenized to bg.crude {0.3* /mg), precipitated with 95% ammonium sulfate
0.18 /mg), and purified b?/ lon exchange chromato%raphy on DEAE - cellulose
017 /m foIIowedt%%ge filtration on” Superdex 200 (0.5 and 2,38 / mg) and
ephadex G - 150 (1.355 ™/ Tig). Protein in fractions containing AG activity, by
Momose’s method, was separateg ty . SDS - PAGE and renatured. “The activity band
of AG could be recovered. The partial purified and concentrated AG was Separated
by SDS - PAGE. The target band 7(73 kDa,) was cut from a lE_Jolyac_r(}llamlde 0el and
peptide identified by MALDI - TO? MS, The MALDI - TOF peptide mass maps of
partially purified AG showed six matchmg_ masses of AG in A mellifera (Q17958)
with 12% coverage, The optimum condition for AG ac_t|V|t¥ in partial’ purified
enzyme was at pH 5, at temBerature of 55°c, and at incubation time of 40 min. The
concentration of sucrose at 80 nM was used.
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