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APPENDIX A



List of expressed genes after white spot syndrome virus challenge at different

time points

wssv challenge at 6 hpi

Fold change

Description
40s ribosomal protein S24 10.35
asialoglycoprotein recepter 1.12
cellular nucleic acid binding protein 5.05
tubulin beta-1 chain 4.70
60S ribosomal protein L27 4.62
60S ribosomal protein L7A 4.30
elongation factor 2 4.24
von Hippel-Lindau binding protein 1 3.67
408 ribosomal protein S9 343
cytosolic manganese superoxide dismutase

percursor 341
b-actin 3.17
40s ribosomal protein S25 3.06
60S ribosomal protein L38 2.98
60Sacidic ribosomal protein P2 2.18
40s ribosomal protein S10 261
60s acidic ribosomal protein P2 2.59
RpS25 gene product 2.55
40S ribosomal protein S19 2.30
60S ribosomal protein L6 2.22
40s ribosomal protein s7 1.94
gamma-aminobutyric acid (GABA-A) receptor ~ 1.85
60s ribosomal protein L22 175
ATPase subunit 6 1
SPARC-related protein 1.67
heat shock cognate 70 kDa protein 151
eukaryotic translation initiation factor 3,

subunit 2 145
AEMTANS6 Aedes aegypti MT pSPORT

library clone56 5' 140
ribosomal protein L30 1838
calcium-sensitive chloride channel 2 1.34
Prophenoloxidase activating factor 133
Na/K-ATPase beta subunit isoform 3 13
acyl coenzyme A dehydrogenase, long chain 131
RpS 9 gene product 127
tubulin beta-1 chain 124
REL46 gene product 122
ribosomal protein S 18 1.22
60a ribosomal protein L27A 12
16S ribosomal RNA gene 12
40S ribosomal protein S20 120
gene MAC25 protein 120
ribosomal protein S17 1.20
11.5 kDa antibacterial protein 118
ribosomal protin eL12 118
ATP synthase subunit c 118
hypothetical protein F26E4.9 117
translationally controlled tumor protein homolog  1.16
calmodulin 1.16
ribosomal protein L24 115
ATPsyn-gamma gene product 115
Rat insulinoma gene-Rig 1.14
60s ribosomal protein L13 113
Fc fragment of IgE, low affinity Il 113
ribosomal protein S5 112
40S ribosomal protein S15A NN
60S ribosomal protein L19 1.08
16S rRNA gene 1.05
NADH dehydrogenase subunit4 1.05
60S ribosomal protein L34 1.04
16S rRNA gene 1.04

Description Fold change
mitochondrial genome, partial 3' end 1.04
ribosomal protein 525 1.04
actin 1 103
ribosomal protein S27a 1.03
INNEXIN INX3 1.03
clottable protein 1.03
60s ribosomal protein L39 1.03
mitochondrial IfRNA gene, partial 3'end 1.02
ubiquitin and riboson” protein S27a 1.02
60S ribosomal protein L7 1.02
40S ribosomal protein 101
integral membrance protein 2A 101
60S ribosomal protein L18A 0.99
myosin regulatory light chain 0.99
40S ribosomal protein 0.98
14-3-3-like protein 0.98
ubiquitin-like protein / ribosomal protein S30 0.98
40S ribosomal protein S12 0.97
selenoprotein ~ muscle 1 096
60S ribosomal protein L19 096
60S ribosomal protein L10A 096
S3 ribosomal protein 0.96
60Sacidic ribosomal protein P2 0.95
40S ribosomal protein 524 095
QM protein 095
double stranded RNA binding nuclear protein,

ILF3 0.95
60S ribosomal protein 0.94
putative large subunit ribosomal protein rpL 44 0.93
16S rRNA gene 0.92
ribosomal protein S8 091
ribosomal protein S12 091
Ef2b gene product 0.90
ribosomal protein L28 0.90
5§ ribosomal protein 090
alpha-2-tubulin 0.90
mitochondrial rRNA gene 089
ATP synthase FO subunit 6 0.89
hypothetical protein 18K protein 0.89
actin, cytoplasmic A3 0.89
16S rRNA gene 0.88
b-actin 0.88
hypothetical 36.9 kDa protein 0.88
mitochondrial, complete genome 0.88
ribosomal protein LI 8a 0.88
60S ribosomal protein L14 0.88
beta - actin 088
gene MAC25 protein 0.88
hypothetical protein 0.87
ribosomal protein L31 0.87
40S ribosomal protien S4 0.87
16S ribosomal RNA gene 0.85
alpha-tubulin 0.85
40S ribosomal protein S3a 085
16S rRNA gene 085
cytochrome ¢ oxidase subunit 1 084
5S ribosomal protein 0.84
NADH ubiguinone oxidoreductase chain 6 0.84
beta tub 56D gene product (altl) 0.84
ribosomal protein L26 0.83
40S ribosomal protein S16 0.82
actin 0.81



wssv challenge at 6hpi (continue)
Description

nucleoside diphosphate kinase

40S ribosomal protein S32
cytochrome ¢ oxidase subunit Vile
ribosomal protein SI5

40s ribosomal protein 11

partial mitochondrial 16S rRNA gene
16S rRNA gene

Fold change

081
081
081
0.80
0.80
0.80
0.79

guanine nucleotide-binding protein beta subunit ~ 0.79

60S ribosomal protein L17
H3

Guanine nucleotide-binding protein gamma-2

hemocyte protein-glutamine gamma-

glutamyltransferase

60S ribosomal protein L37A
elongation factor 2
penaeidin-3k

actin 3

probable reverse transcriptase

wssv challenge at 24 hpi
Description
60S ribosomal protein L34
ribosomal protein L30

14-3-3-like protein

Rat insulinoma gene-Rig
asialoglycoprotein recepter
ribosomal protin eL12
calmodulin
60s ribosomal protein L 13
60S ribosomal protein L7TA
60a ribosomal protein L27A
proteasome subunit beta type 2
calmodulin
QM protein
chain H, cytochrome Bel complex
calcium-sensitive chloride channel 2
ATP synthase alpha chain, mitochondrial
precursor
asialoglycoprotein recepter
60Sacidic ribosomal protein P2
60S ribosomal protein L7A

3 ribosomal protein
40S ribosomal protein S27
ribosomal protein S18

integral membrance protein 2A
40s ribosomal protein S10
cytochrome ¢ oxidase subunit vile
ribosomal protein S5
60S ribosomal protein L19
60S ribosomal protein L6
ribosomal protein L28
double stranded RNA binding nuclear
protein, ILF3
ATP synthase subunit C
60S ribosomal protein L18A
60Sacidic ribosomal protein P2
40S ribosomal protein
ribosomal protein 27a
ribosomal protein L24
ubiquitin and ribosomal protein S27a
60s ribosomal protein L39
60S ribosomal protein LI0A
60S ribosomal protein L19
Na/K-ATPase beta subunit isoform 3

0.79
0.78
0.78

0.77

Fold change
24.10
2166
19.33

8.92
8.72
751
7.20
6.16
5.80
5.37
4.49
4.06
3.84
381

w
o
-

¥ r
~ MODPDORE—JORNUITIOO N O >

1.89
1.86
1.82
181
179
1.76
1.70
1.70
1.66
157
151

Description

neuronal apoptosis inhibitory protein
hypothetical protein FO8F1.8
Penaeidin-2 precusor

agrin precursor

histone 1

asialoglycoprotein recepter

calponin homolog

RpL 19 gene product

actin related protein

heterogeneous ribonucleoprotein A, A2,B 1

tubulin alpha-1chain
amma-actin
3 histone
stromelysin-3 precursor
arginine kinase
cytoplasmic beta chain

1%

Fold change
075
0.74
0.74
073
073
0.72
0.72
071
071
0.70
069
069
0.69
0.69
0.68
0.65

low-density lipoprotein receptor relate protein - 0.65

profilin
CG6848 gene product
kupffer cell receptor

Description

RpL46 gene product

55 ribosomal protein

RpS 9 gene product
translocon-associated protein

heat shock cognate 70 kDa protein
ribosomal protein L31

tubulin beta-1 chain

40S ribosomal protein

16S ribosomal RNA gene

histone 1

AEMTANDSE Aedes aegypti MT pSPORT
library clone56 5'

beta - actin

mitochondrial genome, partial 3' end
clottable protein

60S ribosomal protein

neuronal apoptosis inhibitory protein
tubulin beta-1 chain

ferritin 2 light chain homolog
ribosomal protein S28

ribosomal protein S12

40s ribosomal protein SI 1
INNEXIN INX3

translationally controlled tumor protein
homolog

ribosomal protein S15

guanine nucleotide-binding protein beta
subunit

60S ribosomal protein L7

H3

RpL 19 gene Froduct

40S ribosomal protein S20
nucleoside diphosphate kinase
40S ribosomal protein 16
40S ribosomal protien S4
elongation factor 2

5S ribosomal Frotein

408 ribosomal protein S32

0.62
0.57
043

Fold change
151
151
1.49
1.45
144
143
143
143
141
139

137
132
125
124
122
122
12
121
120
1.19
1.14
114

eukaryotic translation initiation factor 3, subunit 2 0.98

60S ribosomal protein L37A

ubiquitin-like protein / ribosomal protein S30

alpha-tubulin
ribosomal protein S8

098
0.95
0.93
0.92



WSSV challenge at 24 hpi (continue)

Description

ribosomal protein L26

heterogeneous ribonucleoprotein A, A2,B 1

profilin

16S rRNA gene

408 ribosomal protein S24

hggothetical 36.9 kDa protein

408 ribosomal protein S3a

myosin regulatory light chain

cytochrome ¢ oxidase subunit 1

actin, cytoplasmic A30

60s ribosomal protein

16S rRNA gene

60S ribosomal protein L14

putative large subunit ribosomal protein
rpL 44

16S rRNA gene

ATP synthase FO subunit 6
stromelysin-3 precursor
calponin homolog

mitochondrial rRNA gene

actin

gamma-actin

mitochondrial, complete genome
actin 3

cytoplasmic beta chain

[6S TRNA gene

partial mitochondrial 16S rRNA gene

WSSV challenge at 48 hpi

Description

translocon-associated protein

calmodulin

tubulin beta-1 chain

60S ribosomal protein L7A

ribosomal protin eL12

arginine kinase

60S ribosomal protein L34

60S ribosomal protein L10A

60a ribosomal protein L27A

myosin regulatory light chain

ribosomal protein S 18

408 ribosomal protein

elongation factor 2

alpha-2-tubulin

ribosomal protein S5

ubiquitin-like protein / ribosomal protein S30

actin 1

H3

60Sacidic ribosomal protein P2

60s ribosomal protein L 13

ribosomal protein L24

integral membrance protein 2A

408 rihosomal protein S24

ribosomal Frotein 528

alpha-tubulin

actin, cytoplasmic A3

60S ribosomal protein L6

hemocyte protein-glutamine gamma-
glutamyltransferase

acyl coenzyme A dehydrogenase, long chain
40s ribosomal protein s7

14-3-3-like protein

QM protein

hypothetical 36.9 kDa protein

gamma-actin

Fold change
091
0.89
0.89
0.88
0.87
0.86
0.86
0.85
0.84
0.83
081
0.81
0.76

0.74

0.73
0.73
0.71
0.70
0.70
0.68
0.68
0.67
0.66
0.63
0.62
0.61

Fold change
24.33
22.90
15.54

1.85
6.70
6.41
6.15
585
4.90
487
481
4.56
4.45
4.24
4.23
397
3.86
3.66
3.65
333
3.22
3.04
2.83
2.13
247
240
2.33

2.32

2.29
221
2.17
211
2.00
1.90

('l ,";_f’ ! \\ .:)
(4 % =2
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Description
selenoprotein - muscle 1
Ef2b gene product
165 rRNA gene

mitochondrial IrRNA gene, partial 3'end

NADH ubiﬂuinone oxidoreductase chain 6

hypothetical protein FO8F1.8

kupffer cell receptoi

H3 histone

arginine kinase

16S ribosomal RNA gene

60S ribosomal protein L17

low-density lipoprotein receptor relate
protein -

hypothetical protein

beta tub 56D gene product (alt 1)

gene MAC25 protein - human

CG6848 gene product

actin related protein

hemocyte protein-glutamine gamma-
glutamyltransferase

tubulin pha-1 chain

gene MAC25 protein

probable reverse transcriptase

Penaeidin-2 precusor

agrin precursor

penaeidin-3k

115 kDa antibacterial protein

Description

asialo%lycoprotein recepter

60S ribosomal protein L19

ribosomal protein S17

40S ribosomal protein 20

CG6848 gene product

beta - actm

S3 ribosomal protein

beta tub 56D gene product (alt 12
eukaryotic translation initiation factor 3,
subunit 2

double stranded RNA binding nuclear
protein, ILF3

40S ribosomal protein  3a

putative large subunit ribosomal protein
rpL 44

Elongation factor-1heta

165 rRNA gene

60S ribosomal protein 17
cytoplasmic beta chain

actin

RpL46 gene product

ubiquitin and ribosomal protein S27a
408 ribosomal protien '4
calcium-sensitive chloride channel 2
60Sacidic ribosomal protein P2
calponin homolog

ribosomal protein L28

actin 3

ribosomal protein L1 8a
heterogeneous ribonucleoprotein A, A2,B 1
thochrome ¢ oxidase subunit vile
clottable protein

60S ribosomal protein -like

REL 19 gene product

ribosomal protein S27a

156

Fold change
0.61
0.60
0.60
0.60
0.58
0.57
0.57
0.56
0.54
0.54
0.51

0.06
0.06

Fold change
1.87
183
113
L7
i
1.68
1.64
157

116



wssv challenge at 48 hpi (continue)
Description

cytochrome ¢ oxidase subunit |
hypothetical protein

%eng MAC25 protein

S ribosomal protein

60S ribosomal protein L18A
408 ribosomal protein  15A
ribosomal protein S15
ribosomal protein S12

40S ribosomal protein S27
408 ribosomal protein S32
RpS 9 gene product

ribosomal protein L31
nucleoside diphosphate kinase
60S ribosomal protein L19
40S ribosomal protein 12
ribosomal protein S25

60S ribosomal protein L17
ribosomal ﬁrotein S8
tubulin alpha-1 chain
ribosomal protein L26
translationally controlled tumor protein
homolog

guanine nucleotide-binding protein beta
subunit
40S ribosomal protein S16

5S ribosomal protein

113 histone

60S ribosomal protein L37A
SPARC-related protein
ATP synthase FO subunit 6

WSSV challenge al 72hpi

Description

calmodulin

60S ribosomal protein L14

60S ribosomal protein L34

puﬁam/e large subunit ribosomal protein
Ip

60S ribosomal protein L7A

gene MAC25 protein

heat shock cognate 70 kDa protein
ribosomal protein L31

cytoplasmic beta chain

ribosomal protein L28

40S ribosomal protein

beta tub 56D gene product (alt 1)
hypothetical protein FO8F1.8

60S ribosomal protein L37A

16S rRNA gene

60S ribosomal protein L10A

ATP synthase FO subunit 6
ubiquitin-like protein / ribosomal protein S30
60Sacidic ribosomal protein P2
heterogeneous ribonucleoprotein A, A2,B |
beta - actin

5§ ribosomal protein

40S ribosomal protein S3a

nucleoside diFhosphate kinase

40s ribosomal protein S10

6H038 ribosomal protein -like

60Sacidic ribosomal protein P2
double stranded RNA binding nuclear
protein, 1LF3

Fold change
1.16
114
114
113
1.10
1.09
1.09
1.08
1.08
1.06
1.03
101
0.98
0.98
0.97
094
0.93
0.92
0.92
0.91

0.90

0.90
0.89
0.89
0.87
0.8
0.85
0.82

Fold change
20.78
1857
1751

17.35
15.35
15.28
13.78
1242
12.37
12.08
11.01
6.50
6.44
534
508
3.96
3.74
3.52
3.21
3.20
3.10
3.00
2.99
2.96
2.86
2.12
2.66
260

2.59

Description

AEMTANS6 Aedes aegypti MT pSPORT
library clone56 5

60S ribosomal protein L14

histone 1

Anti lipopolysaccharide factor (ALF)
Ef2b gene product

elongation factor 2

selenoprotein - muscle 1

neuronal apoptosis inhibitory protein
165 rRNA gene

NADH ubiquinone oxidoreductase chain 6

16S ribosomal RNA gene
mitochondrial genome, partial 3' end
mitochondrial IrRNA gene, partial 3' end
mitochondrial rRNA gene

165 rRNA gene

gene MAC25 protein

partial mitochondrial 16S rRNA gene
mitochondrial, complete genome
probable reverse transcriptase

165 rRNA gene

profilin

165 rRNA gene

40S ribosomal protein

16S ribosomal RNA gene

actin related protein

agrin precursor

11.5 kDa antibacterial protein
Penaeidin-2 precusor

Penaeidin-3k

cytochrome c oxidase subunit 2

Description

60a ribosomal protein L27A
113 histone

40S ribosomal protein S27
ribosomal protin eL12

actin 3

60S ribosomal protein L19
408 ribosomal protien S4
ribosomal protein S5

40S ribosomal protein S32
60S ribosomal protein L6
ribosomal protein S15
ribosomal protein S25
mitochondrial rRNA gene
ribosomal protein S28

RpS 9 gene product
ubiquitin and ribosomal protein S27a
RpL46 gene product

60S ribosomal protein L7A
probable reverse transcriptase
60S ribosomal protein L7
165 rRNA gene

kupffer cell receptor
ribosomal protein S8

16S ribosomal RNA gene
40S ribosomal protein S24
asialo%lycoprotein recepter
60S ribosomal protein L18A
asialo%lycoprotein receptor
40S ribosomal protein S20
cytochrome ¢ oxidase subunit |
16S rRNA gene

157

Fold change
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0.23
012
0.10
0.10
0.06

Fold change
2.44
243
242
2.21
2.24
2.22
2.22
2.21
2.04
193
1.82
175
167
1.65
1.60
153
1.48
147
145
122
1.20
1.18
114
113
112
1.09
0.99
0.95
093
0.90
0.87



wssv challenge at 72 hpi (continue)

Description Fold change
60S ribosomal protein L17 0.86
translationally controlled tumor protein homolog  0.80
translocon-associated protein 0.75
40S ribosomal protein S16 0.67
mitochondrial, complete genome 0.65
165 rRNA gene 0.62
selenoprotein  muscle 1 0.62
mitochondrial genome, partial 3' end 0.61
ribosomal protein L26 0.61
Ef2b gene product 0.61
profilin 0.59
tubulin alpha-1chain 0.58

List of expressed genes after V. liarveyi challenge at different time points.

V. liarveyi challenge at 6 hpi

Description Fold change
arginine kinase 21.85
selenoprotein - muscle 1 16.87
actin 1 13.00
cytoplasmic beta chain 11.44
60s ribosomal protein L 13 10.80
beta - actin nu
tubulin beta-1 chain 7.34
60s ribosomal protein L39 531
60S ribosomal protein L6 4.80
calmodulin 4.67
actin, cytoplasmic A3 3.74
60S ribosomal protein L7A S
16S ribosomal RNA gene 3.20
Na/K-ATPase beta subunit isoform 3 3.12
gamma-actin 2.59
60S ribosomal protein L19 2.21
tubulin beta-1 chain 2.09
actin 201
gene MAC25 protein 1.98
16S rRNA gene 1.95
408 ribosomal protein S3a 1.94
hypothetical protein 1.94
kupffer cell receptor 1.90
beta tub 56D gene product (alt 1) 1.83
hypothetical protein FO8F1.8 175
Penaeidin-2 precusor 168
gene MAC25 protein 1.63
AEMTANS6 1.56
60S ribosomal protein L7 152
ribosomal protein L30 150
60S ribosomal protein L19 138
40S ribosomal protein S16 1.35
cytochrome ¢ oxidase subunit | 122
penaeidin-3k 1.08
ATP synthase FO subunit 6 1.06
probable reverse transcriptase 1.05
profilin 1.02
translocon-associated protein 1.00
408 ribosomal protein S15A 0.95
60S ribosomal protein 0.94
heat shock cognate 70 kDa protein 0.92
ribosomal protein L31 0.87
translationally controlled tumor protein homolog  0.87
ribosomal protein S5 0.86

158

Description Fold change
hypothetical protein 0.54
histone 1 0.49
165 rRNA gene 0.49
eukaryotic translation initiation factor 3,
subunit 2 0.47
mitochondrial IFRNA gene, partial 3" end 0.40
NADH ubiquinone oxidoreductase chain 6 0.33
115 kDa antibacterial protein 0.27
CG6848 gene product 0.14
cytochrome ¢ oxidase subunit vile 0.13
Penaeidin-2 precusor 0.10
penaeidin-3k 0.10
Description Fold change
11.5 kDa antibacterial protein 0.85
ubiquitin and ribosomal protein S27a 0.84
40S ribosomal protein S24 0.76
mitochondrial, complete genome 0.76
SPARC-related protein 072
60S ribosomal protein L37A 07
ribosomal protein S8 0.69
asialoglycoprotein receptor 069
H3 histone 0.68
ubiquitin-like protein / ribosomal protein S30 0.66
actin 3 065
histone 1 064
H3 0.60
RpS 9 gene product 0.59
ATP synthase subunit c 0.57
ribosomal protein L26 0.56
RpL46 gene product 0.55
60S ribosomal protein L18A 0.53
ribosomal protein S25 051
actin related protein 0.42
aIBha-tuhuIin 041
tubulin alpha-1chain 040
40S ribosomal protein S27 0.39
dynein light chain, cytoplasmic 0.39
nucleoside dirhosphate kinase 0.36
mitochondrial IrRNA gene, partial 3'end 0.34
16S rRNA gene 0.34
408 ribosomal protien S4 0.29
165 rRNA gene 0.28
165 rRNA gene 027
cytochrome ¢ oxidase subunit vile 0.23
NADH dehydrogenase subunit 4 0.23
Ef2b gene product 0.22
ribosomal protein S28 021
mitochondrial genome, partial 3' end 021
16S rRNA gene 0.18
ribosomal protein L37 0.16
5S ribosomal Iprotein 0.16
60S ribosomal protein L14 0.15
40S ribosomal protein S20 0.14
ﬁutative large subunit ribosomal protein rpL 44 0.14
eterogeneous ribonucleoprotein A, A2,B1 0.13
60S ribosomal protein L 17 0.10
NADH ubiquinone oxidoreductase chain 6 0.09



V. harveyi challenge at 6 hpi
Description

Fold change

gamma-aminobutyric acid (GABA-A) receptor  0.08

cytochrome ¢ oxidase subunit 2
1AA0924 protein
Mo23 gene product
chromatin-specific transcription elongation
factor

V. harveyi challenge at 24 hpi
Description

gamma-actin

cytoplasmic beta chain
penaeidin-3k

408 ribosomal protein S3a

V. harveyi challenge at 48 hpi

Description

60Sacidic ribosomal protein P2

Penaeidin-2 precusor

%artial mitochondrial 16S rRNA gene
pL46 gene product

60S ribosomal protein

ribosomal protein S15

gamma-actin

penaeidin-3k

60S ribosomal protein L19

16S ribosomal RNA gene

mitochondrial, complete genome

40s ribosomal protein SI'1

408 ribosomal protein S3a

408 ribosomal protein S24

hemocyte protein-glutamine gamma-

glutamyltransferase

5S ribosomal protein

16S IRNA gene

kupffer cell receptor

408 ribosomal protein S20

histone 1

actin

cytoplasmic beta chain

actin 3

H3 histone

beta tub 56D gene product (alt 1)
115 kDa antibacterial protein
mitochondrial genome, partial 3’ end
ribosomal protein L26

hypothetical protein

ribosomal protein S8

mitochondrial IrRNA gene, partial 3'end
SPARC-related protein
asialo%lycoprotein receptor

60S ribosomal protein L18A

Ef2b gene product

NADH ubiquinone oxidoreductase chain 6
60S ribosomal protein L17

ATP synthase subunit C

RpS 9 gene product

profilin

tubulin alpha-1chain

cytochrome ¢ oxidase subunit vile
Mo23 gene product

clottable protein

0.06
0.03
0.03

0.02

Fold change
150
1.23
1.10
0.88

Fold change
15.09
14.66

1.39
3.64
321
2.56
2.31
2.20
217
191
188
1.67
1.65
1.52

1.50

143
1.36
1.19
114
1.08
0.87

14
0.72
0.70
0.58
0.56
0.39
0.30
0.28
0.27
021
0.19
0.12
0.12
0.06
0.06
0.05
0.05
0.04
0.04
0.04
0.01
0.01
0.01

Description

brain protein 13

sex-lethal protein homolog
clottable protein

hypothetical protein F 26E4.9

Description

actin 3

histone 1

hypothetical protein F 26E4.9

Description

159

Fold change
0.0
0.0
001
0.0

Fold change
0.58
0.42
0.01

Fold change
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List of all genes on microarray slide

No.l

No.2

No.3
No.4
No.5
No.6
No.7
No.8
No.9
No.10
No. 11
No.12
No.13
No.14
No.15

No.16
No.17
No.18
No.19
No.20
No.21
No.22
No.23
No.24
No.25
No.26
No.27
No.28
No.29
No.30
No.31
No.32
No.33
No.34
No.35
No.36
No.37
No.38
No.39
No.40

No.41

No.42
No.43

No.44
No.45

ID
IFL

IF2

IF3
IF4
IF5
IF6
1F7
IF8
IF9
IF10
1F11
IF12
IF22
IF25
1F31

IF33
1F34
IF35
IF36
1F37
1F39
IF41
1F45
IF46
IF47
IF48
1F49
IF53
IF54
1F55
IF57
IF58
IF60
IF6

IF63
1F64
1F66
IF67
1F68

Ino

IFT1

IF73
IF74

IF75
1F76

Name

Guanine nucleotide-binding protein gamma-
1(Drosophila melanogaster)

subunit Vib of cytochrome ¢
oxidase(Saccliaromyces cerevisiae)
ribosomal protein L28{Homo sapiens)
cytochrome b(Penaeus monodon)

uk

INNEXIN INX3(Drosophila melanogaster)

Protéasome 25 kDa subunil(Drosophila
melanogaster)

uk

ADP-rib(*sylation factor 6(Gallns gallns)
uk

uk

KIAA 1594 prolcin(//(j»io sapiens)

arginine kinasc(Callinectis sapitIns)

uk

Penacidin-2 ptccusotiPenaens vanamei)
uk

Fc fragment of IgE, low affinity [1(Homo
sapiens)

NADH dehydrogenase subunit \(Penaeus
monodon)

uk

PDGF/VEGF - like pm\c\ (Drosophila
melanogaster)

uk

uk

position

1-1A

1-2A

13A

1-5A
I-6A
1-7A
1-8A
1-9A
1-10A
1-11A
I-12A
1-1B
1-28
1-38

I-4B
1-58
1-68
1-18
1-88
1-9B
1-10B
1118
1-12B
l-IC
1-2€
1-3C
1-4C
1-5C
I-6C
I-1C
I-8C
1-9C
I-10C
1-11C
1-12¢C
I-1D
1-20
1-3D
1-4D

1-5D

1-6D
1-1D

1-8D
1-9D

No.46
No.47
No.48
No.49
No.50
No.51
No.52
No.53
No.54
No.55
No.56
No.57
No.58

No.59
No.60
No.61
No.62
No.63
No.64
No.65
No.66

No.67
No.68

No.69

No.70
No.71
No.72
No.73
No.74
No.75
No.76
No.77
No.78
No.79
No.80
No.81
No.82
No.83
No.84
No.85
No.86
No.87
No.88

No.89
No.90

IF77
IF79
IF8
IF85
IF88
IF89
IF91
IF92
IF94
IF95
IF96
1F97
IF99

IF100
IFI01
F102
1F103
IF 104
1F 105
IF106
IF107

IF1K
TR

IF114

IF116
IF1I7
IF119
IF120
IF121
IF127
IF128
IF129
IF130
IFI33
IF134
IF135
F136
IFI138
IF139
IF 140
IF142
IF 143
IF 144

IF 146
IF147

Name

uk

60a ribosomal protein L21A(Rattns ratios)
uk

glutathione -tra . (erase(Ratios norvégiens)
uk

uk

40s ribosomal protein s7(Xenopns laevis)

glulamyl-IRNA(Glu)
amidolransferase(tifi(«oct'i<.v radiodnrans)
Pelota pn\lcin(Dmsophila melanogaster)

uk

uk

ribosomal protein S2X(Cricetnlns griseus)

unspecific monooxygenasc(.V»cofifiMrt
lahacom)

uk

ATP synthase oligomycin sensitivity
conferral protein precursor*Drosophila
melanogaster)

translationally com piled tumor protein
komolog(Drosophila melanogaster)

60s ribosomal protein LI3(Gallns gallns)

ribosomal protin eL12(.-frtemia sp.)

ribosomal protein  12(Homo sapiens)
uk
uk

60s ribosomal protein L39(Dmsophila
melanogaster)

uk

uk

153

position
1-10D
I-11D
1-12D
I-IE
I-2E
I-3E
I-4E
I-5E
I-6E
I-TE
1-8E
I-9E
1-10E

L1IE
I-12E
I-1F
1-2F
I-3F
I-4F
I-5F
I-6F

I-TF
I-XF

I-9F

1-10F
L1IF
1-12F
116
1-2G
1-3G
1-4G
1-56
1-6G
116
1-86
196
1-10G
1-116
1-126



No.9l
No.92
No.93
No.94

No.95
No.96
No.97
No.98
No.99
No. 100
No. 101
No.102
No.103
No. 104
No.105
No. 106
No. 107
No.108
No.109
No.110
No.111
No.112
No.113
No.114
No.115
No. 116
No.117
No.118
No.119

No.120
No.121
No.122
No.123
No.124
No.125
No. 126
No.127
No.128

No.129
No.130
No.131
No.132
No.133
No.134
No.135
No. 136
No. 137
No.138
No.139
No.140
No. 141

1FI50
IF151
IF152
IFI53

IF155
IF159
IF160
IF 161
IF 162
1F163
IF164
IF166
IF168
IF 169
IFI70
IF173
IF174
IF175
IF176
IF177
1F178
IF180
IF 182
IF1K4
IF 185
IF186
IF189
IF190
IF193

IF 194
IF196
IF197
1FI98
IF199
1IF200
IF203
IF206
IF208

1F209
IF211
IF212
IF213
IF214
IF215
IF216
1F217
IF218
1221
1F225
IF226
IF227

ribosomal protein L35A(Homo sapiens)
cytosolic manganese superoxide dismuiasc
[KrausoT(Callinectes sapidus)

uk

uk

ArginaseCVewopitv laevis)

ribosomal protein  15(Homo sapiens)

uk

uk

uk

uk

transcription co-repressor Sin3(Vf/Kn/jitv
laevis)

uk

gamma-aclinO/u.v msenl )

40s ribosomal protein SI 1(Xenopus laexis)
uk

uk

60s ribosomal protein L22(Tripneustes
gralilla)

ribosomal protein L3(Afitv musculus)

uk

ribosomal protein  1%(Clterax destructor)
uk

60s acidic ribosomal protein P2(Pig)
hypothetical protein FJ12K78(//omo sapiens)

ribosomal protein L24(llomo sapiens)

position
I-TH
1-8H
1-0H
1-10H

1-11H
I-12H
2-1A
2-2A
2-3A
2-4A
2-5A
2-6A
2-TA
2-8A
2-9A
2-10A
2-11A
2-12A
2-1B
2-2B
2-3B
2-4B
2-5B
2-6B
2-18
2-KB
2-9B
2-10B
2-11B

2-12B
2-1C
2-2C
2-3C
2-4C
2-5C
2-6C
2-1C
2-8C

2-9C
2-10C
2-11C
2-12C
2-1D
2-2D
2-3D
2-4D
2-5D
2-6D
2-1D
2-KD
2-9D

No. 142
No. 143
No.144
No.145
No. 146
No.147
No. 148
No. 149

No.150

No. 151
No. 152

No. 153
No. 154
No. 155
No. 156
No.157
No.158
No. 159
No. 160
No. 161
No.162
No. 163
No. 164
No. 165
No. 166
No. 167
No. 168
No. 169
No. 170
No. 171
No. 172
No. 173
No. 174
No. 175
No.176

No.177
No.178
No.179
No.180
No.181
No.182
No. 183
No. 184

No.185
No. 186
No. 187
No. 188
No.189
No.190
No. 191

IF229
IF230
IF231
IF237
IF239
1F240
IF242
1F243

IF244

IF245
IF246

IF248
IF254
IF257
IF262
IF263
IF264
IF266
IF268
IF269
IF270
IF211
IF273
IF276
IF277
IF279
IF2K0
IF282
IF283
IF284
IF285
IF287
1F288
IF290
IF291

IF293
1F294
IF297
IF298
IF299
IF302
IF304
1F306

IF309
IF310
131
IF312
IF313
IF314
IF316

ribosomal protein , large P2(Homo sapiens)
40s ribosomal protein S24(Fugu ruhripes)
60s ribosomal protein PoiDrosophila
melanogasler)

hypothetical protein
F26E4.9(Caenorhahditis elegons)

uk

40s ribosomal protein 2 (Drosophila
melanogasler)

amino acid starvation-induced prolcin(/?«Miiv
norvégiens)

uk

uk

uk

60S ribosomal protein L8(Aedes albopictus)
uk

uk

uk

hypothetical protein; CG1-117 protein(Homo

sapiens)

153

position
2-10D
211D
2-12D
2-IE
2-2E
2-3E
2-4E
2-5E

2-6E

2-TE
2-8E

2-9E
2-10E
21IE
2-12E
2-1F
2-2F
2-3F
2-4F
2-5F
2-6F
2-TF
2-XF
2-9F
2-10F
21IF
2-12F
2-16
2-26
2-3G
2-4G
2-56
2-66
2-16
2-86

2496
2106
2-116
2126
2-IH
22
23
2-4H

A

2-5H
2-6H
2-TH
2-8H
2-9H
2-104
2-11H



No.192
No.193
No.194
No.195
No.196
No.197
No.198
No. 199
N0.200
No.201
N0.202
N0.203
No.204
N0.205
N0.206
N0.207
N0.208
N0.209
No.210
No.211
No.212
No.213
No.214
No.215
No.216
No.217
No.218

No.219
N0.220
No.221
N0.222
N0.223
No.224
N0.225
No.226
No.227

No.228
N0.229
N0.230
No.231
N0.232
N0.233
No.234

N0.235
No.236
No.237
No.238
No.239

No.240

IF317
IF318
IF319
IF321
1F322
IF323
IF324
IF325
IF326
IF327
IF330
IF334
IF335
IF337
IF342
IF344
IF346
IF347
IF348
IF349
1F352
1F353
IF354
IF357
IF359
IF361
IF362

IF363
IF365
1F366
IF367
IF369
IF370
IF371
IF372
IF373

IF374
IF375
IF379
1F380
IF390
1F41
IF412

IF413
IF415
IF416
IF417
1F418

IF419

uk

putative scnescence-associated
prolcin(/i.viwi sativum)

uk

QM puMein(Bombyx mandarina)
uk

uk

uk

NADH dehydrogenase subunit 4(Penaeus
monodon)

uk

uk

clottablc protcm{Penaeus monodon)

Prophcnoloxidasc activating factor
(Holotrichia diomphalia)

ATP synthase coupling factor 6,
mitochondrial precursor (Drosophila
elanogasler)

11.5 kDa antibacterial protc (Calrifiitv

maenas)

position
2-12H
3-1A
3-2A
3-3A
3-4A
3-5A
3-6A
3-7A
3-8A
3-9A
3-10A
3-11A
3-12A
3-1B
3-2B
3-3B
3-4B
3-5B
3-68
3-7B
3-8B
3-98
3-10B
3-11B
3-12B
3-1C
3-2C

3-3C
3-4C
3-5C
3-6C
3-1C
3-8C
3-9C
3-10C
3-11C

3-12C
3-1D
3-2D
3-3D
3-4D
3-5D
3-6D

3-1D
3-8D
3-9D
3-10D
311D

3-12D

No.241
No.242
N0.243
No.244
N0.245
No.246
No.247
N0.248
No.249
N0.250
No.251
N0.252
N0.253
No.254
N0.255

N0.256

No.257
N0.258

N0.259

N0.260
No.261
N0.262
No.263
No.264

N0.265
N0.266
No.267
N0.268
No.269

No.270
No.271
No.272
No.273
No.274
N0.275
N0.276

No.277
N0.278
No.279

N0.280
No.281
N0.282
N0.283
No.284
N0.285
N0.286

ID
IF421
IF422
1F423
IF424
IF425
IF426
1F427
IF428
IF429
1F430
IF431
IF434
1F435
IF436
IF438-1

IF438-2

IF440
1F4dl

IF444

IF447
1F448
1F449
IF450
IF451

IF452
IF455
IF456
IF457
1F458

IF459
IF461
IF465
IF467
IF468
IF469
IF471

IF473
IF476
IF477

IF478
IF479
IF480
IF483
IF484
IF485
IF487

Name

uk

uk

uk

uk

uk

uk

uk

uk

uk

uk

uk

uk

uk

uk

gene MAC25 protein - human(/fo»i«
sapiens)

gene MAC25 protein - human(//jwi<)
sapiens)

uk

EI2h gene product(Dm«y>/i/Vrt
melanogasler)

gamma-aminobutyric acid (GABA-A)
receptor (subunit epsilon)

uk

serine prolcase(/cifttviricMy leniiiscitliis)

uk

40S ribosomal protein S20 (Xenopus laeiis)

heat shock cognate 70 kDa
protein(O»icw/iy/*7iii\ mykiss)
uk

uk

uk

Bmsqd-2(/?omAyj mon)

RpL 19 gene product(/)ravoljli/Tn
melanogasler)

uk

uk

uk

uk

uk

RIKEN (.l/«jr musculus)
ribosomal protein L29(Spo<loplera
fmgiperda)

uk

uk

2, 4-dicnoyl -CoA reductase (NADH) (2. 4-

dicnoyl -CoA reductase (NADH))

uk

ubiquitin and ribosomal protein S27a(Homo

sapiens)

14

position
3-IE
3-2E
3-3E
3-4E
3-5E
3-6E
3-TE
3-8E
3-9E
3-10E
3-1IE
3-12E
3-IF
3-2F
3-3F

3-4F

3-5F
3-6F

3-TF

3-8F
3-9F
3-10F
31IF
3-12F

3-1G
3-26
3-36
3-4G

3-66
3-16
3-86
3-96
3-10G
3-11G
3-126

3-1H
3-2H
3-3H

3-4H
3-5H
3-6H
3-TH
3-8H
3-9H
3-10H



No.287
No.288
N0.289
N0.290
No.291

N0.292
N0.293
N0.294
N0.295
N0.296
N0.297
N0.298
N0.299
N0.300
No.301
N0.302
N0.303

No.304
N0.305
N0.306
N0.307
No.308
N0.309
No.310

No.311
No.312
No.313
No.314

No.315
No.316
No.317

No.318
No.319
N0.320
No.321
N0.322
No.323

No.324
N0.325
No.326

No.327
No.328
No.329
N0.330
No.33
N0.332

IF488
IF489
N81
N80
NT79

NT78
N77
N76
N75
N74
NT73
NT7I
N70
N69
NG8
NG7
N66

N3
N62
N6l
N60
N59
N58
N57

N56
N52
N5I
N50

N49
N48
N47

N46
N45
N44
N43
N42
N4l

N40
N39
N38

N37
N36
N35
N34
N33
N32

Name

uk

uk

uk

uk

von Hippel-Lindau binding protein 1(Homo
sapiens)

uk

KIAA1177 prolein(//omo sapiens)

uk

uk

actin 1(Dugesiapolychroa)
SnRNP-associated protein(Dfl/»i« reno)
agrin precursor(//o/w« sapiens)

uk

chromatin-specific transcription elongation
faclor(/lo/M« sapiens)

alpha-2-tubulin(G«7rt/rifiM.v lateralis)

ubiquilin / ribosomal protein

CEP52(Drosophila melanogaster)

actin 2(cam»l)

uk

uk

guanine nucleotide-binding protein heta
b il(Oreoclirai is nilolicus)

uk

uk

cytochrome ¢ oxidase subunit Via
precursor* TInumiis niloticns)

uk

uk

heat shack protein 90(chicken)

uk

55 ribosomal protcin(3/ii.v muxculus)
Shak-8 (lethal) Prolein(Drosophill!
melanogaster)

uk

uk

ubiquitin-like protein / ribosomal protein
S$30(Rallies rattus)

tubulin beta-| chtin(Homarus américaines)
40S ribosomal protien S4(Gallas gallns)
uk

H3(Xenopus laesis)

uk

peroxisomal Ca-dependentsolute
canictiOryclolagiLs cuniculns)

position
3-11H
3-12H
4-1A
4-2A
4-3A

4-4A
4-5A
4-6A
4-TA
4-8A
4-9A
4-10A
4-11A
4-12A
4-1B
4-28
4-3B

4-4B
4-5B
4-6B
4-18
4-88
4-98
4-108

4MB
4-128
4-1C
4-2C

4-3C
4-4C
4-5C

4-6C
4-1C
4-8C
4-9C
4-10C
4-11C

4-12C
4-1D
4-2D0

4-3D
4-4D
4-5D
4-6D
4-1D
4-8D

N0.333

No.334
N0.335
N0.336
N0.337
No.338
N0.339
No.340
No.341
No.342

N0.343
No.344
No.345
No.346
No.347

No.348
No.349

N0.350
No.351

No.352

No.353
No.354

No0.355
No0.356

No.357

No0.358

N0.359
No.360
No.361

No.362
N0.363
No.364
No0.365
No0.366
No.367

No.368
No.369
No.370
No.371
No.372
No.373
No.374

N3l

N30
N29
N28
N27
N26
N25
N24
N23
N22

N21
N20
NI9
NI
NIT

N16
N15

N14
N13

N12

Nil
NIO

N8
N7

N5

N4

N3
N2
NI

IF520
IF518
IF516
IF515
1F513
IF512

IF511
IF510
IF509
IF507
IF506
IF503
IF502

Name

eukaryotic translation initiation factor XcIF-
AATN(. [ > Taevis)

cytoplasmic beta chaintW/iopm laevis)

stromelysin-3 precursor! VefiopitY laevis)

26Sproteasome regulatory
subuail(Anapheles Stephens)

ribosomal protein SI 7(Homo sapiens)
uk

uk

uk

elongation factor-Lalpha(l.ihinia
emarginala)

uk

hypothetical 36.9 kDa
jmilcin(Caenorliahditis elegans)

uk

cyttH-hrome ¢ oxidase subunit {(remu as
manodon)

cytochrome c oxidase subunit [11(/t'MtcuY
monodon)

uk

proteinase inhibitor-signal
cnytish(racifaslacus leniiisculiis)

uk

peplidyl-prolyl cis-trans isomcrasc
5(Coenon....Hlitis elegans)

cytochrome ¢ oxidase subunit {(Pennells
monodon)

cytochrome ¢ oxidase subunit
monodon)

uk

tubulin beta(//owio sapiens)

40S ribosomal protein * 2(Drosopliila
melanogaster)

penaeidir»-3k(Litopenaeus vannamei)

eukaryotic translation initiation factor 2 beta
subimu(Drasophila melanogaster)

uk

uk

uk

uk

uk

uk

uk
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position

4-9D

4-10D
411D
4-12D0
4-1E
4-2E
4-3E
4-4E
4-5E
4-6E

4-TE
4-8E
4-9E
4-10E
4-11E

4-12E
4-1F

4-2F
4 3F

4-4F

4-5F
4-6F

4-TF
4-XF

4-9F
4-10F

41IF
4-12F
4-1G

4-26
4-36
4-46
4-56
4-66
416

4-86
4-96
4-106
4-11G
4-126
4-H
4-2H



N0.375

No.376
No.377
No.378
No.379
No.380
No.381

No.382
N0.383
No.384
N0.385
No.386
No.387
No.388
No.389
N0.390
No.391
N0.392
No.393

No.394
N0.395

N0.396
No.397
No.398

No.399
No.400
No.401
No.402
No.403
No.404
No.405
No.406
No.407
No.408

No.409
No.410

No.411
No.412

No.413
No.414
No.415

No.416
No.417
No.418
No.419

IF501

IF500
IF499
1F498
IF497
IF496-2
IF496-1
ID
IF495
IF491
1F490
N§2
N83
N84
N85
N8
N87
N88
N89
N9l

N92
N95

N96
N97
N 100

N101
N102
N103
N 105
N106
N 107
N 108
N109
N110
NUI

NI'13
NI14

NI15
N1 16

NI17
NI18
NI19

N120
N123
N 124
NI25

Name

Nal/K-ATPase beta subunit Lsoform
3(Drosophila melonagaster)

60Sacidic ribosomal protein P2(Pig)
60Sacidic ribosomal protein P2(Pig)
Name

uk

uk

uk

nucleoside diphosphate kimsc{Colnmha
livia)
uk

non-selenium glutathione phospholipid
hydroperoxidase peroxidasc(.S'itv xcrofa)

uk

408 ribosomal protein  24(I'ugu ruhnpes)
60S ribosomal protein -\ikc(Arahidopsiis
lluiliana)

Elongation factor-1beta(Hornhyx mon)
60S ribosomal protein L7A(Chiccken)
aldehyde reduclase(.S<tv scrofa)

uk

uk

ATP synthase subunit ¢ (Mandnea sexto )
60S ribosomal protein LIOA(Rat)

uk

uk

multicatalytic endopeplidase
complex(human)

uk

elongation factor 2(Drosopliila
melonogaster)

uk

vacuolar ATP synthase subunit G(Manduca
sexto )

uk

uk

60S ribosomal protein L 19{DrosoplInla
melanogtister)

position

4-3H

4-4H
4-5H
4-6H
4-TH
4-8H
4-9H
position
4-10H
4-11H
4-12H
5-1A
5-2A
5-3A
5-4A
5-5A
5-6A
5-TA
5-8A
5-0A

5-10A
5-11A

5-12A
5-1B
5-2B

5-3B
5-4B
5-5B
5-6B
578
5-88
5-9B
5-10B
5118
5-128

5-1C
5-2C

5-3C
5-4C

A

5-5C
5-6C
5-1C

5-8C
5-9C
5-10C
5-11C

No.420
No.421
No.422

No.423
No.424
No.425

No.426

No.427
No.428
No.429
No.430
No.431
No.432
No.433
No.434

No.435
No.436
No.437

No.438
No.439
No.440
No.441
No.442
No.443
No.444

No.445
No.446
No.447
No.448
No.449

No.450
No.451
No0.452
No.453
No.454
No.455

No.456
No.457
No.458
No.459
No.460
No.461

No.462
No.463
No.464

NI27
N128
N13I

N132
NI33
N134-1

N 134-2

NI35
N136
N138
N145
N148
N 149-1
N 149-2
N150

NI5I
N152
NI53

N 154
N155
NI57
NI59
N160
N16I
N162

N165
N166
N167
N168
N169

N170
N17I
NIT3 »
NI78
N179
N180

NI8I
N182
N183
N184
N185
N 186

N188
N189
N 190

PKCg-intcracting protein PICOT(Homo
sapiens)

uk

profilin{Drosophila melonogaster)

NADH dehydrogenase subunit I1(Penaeus
motunion)

NADH dehydrogenase subunit (Penaenx
monodon)

uk

ribosomal protein L37(Human)

60S ribosomal protein L17(Rat)

uk

uk

asialoglycoprotein rcccpleK 'Ju.v museulns)
asialoglycoprotein rcceptcK3/«.v muscnlins)
beta tub 56D gene product (alt 2)(Drosopliila
melonogaster)

uk

uk

60S ribosomal protein L\4(Rattns

norvegicus)

uk

hypothetical protein F
26E4.9(Caenoriuibditix elegons)

protein complex subunit 14(llom o sapiens)
protcin-glutamine(Epidermal)

uk

uk

protéasome subunit beta type 2(llomo
sapiens)

uk

uk
transcription initiation factor TFIID 110kD
SubumiiDrosophila melonogaster)

uk

hypothetical protein

FO8F1 8(Caenorhahditis elegons)

uk

uk

111 polypeptide(Plasmodium faciparum)
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position
5-12C
5-1D
5-2D0

5-3D
5-4D
5-5D

5-6D

5-7D
5-8D
5-9D
5-10D
5-11D
5-12D
5-1E
5-2E

o

5-3E
5-4E
5-5E

5-6E
5-TE
5-8E
5-9E
5-10E
511IE
5-12E

5-IF
5-2F

5-3F
5-4F
5-5F

5-6F
5-TF
5-8F
5-9F
5-10F
5-11IF

5-12F
5-1G
5-26
5-3G
5-4G
5-56

5-6G
5-7G
5-8G



No0.465

No.466
No.467
No.468

No.469
No.470
No471
No.472
No.473
No.474
No.475
No.476
No.477
No.478
No.479
No.480
No.481
No.482

No.483

No.484
No.485
No.486
No.487
No.488
No.489
No.490
No.491
No.492
No.493
No.494
N0.495

No.496

No.497
No.498
No.499
N0.500
No.501
N0.502

N0.503
No.504
N0.505

N0.506
N0.507
No.508

N0.509
No.510

N193

N194
N195
N196

N197
N198
N200
N201
N202
N204
N206
N207
N208
N210
N2Il
N212
N214
N215

N216

N218
N219
N220
N221
N222
N223
N224
N225
N226
N227
N228
N230

N231

N232
N233
N234
N235
N236
N237

N238
N239
N240

N241
N242
N243

N244
N248

Name

COPY (constitutive pholomorphogenic)
subunit 4(A/uv musculus)

uk

uk

cellular nucleic acid binding
prolein(Xenopus laevis)

ribosomal protein L30(Rat)

uk

uk

33 kDa transcription co-aclivator(/lom<;
sapiens)

chain A, Trioscphosphatc
isomerasc(chickcn)

uk

calponin bomolog(Schistosornajaponicus)
uk

ribosomal protein  16(Human)

chain H, cytochrome Bel complex(chicken)
RAS-rclated protein RAB-1A(Lymnaea
slagnalis)

protéasome beta chain precursor®/"-'
musculus)

uk

k)W-density lipoprotein receptor relate
protein - deleted in tumoriHomo sapiens)
uk

ubiquitin-like protein SMT3(C. elegans)
probable thrconyl-tRNA
synthclasciCaenorhaMitis elegans)

uk

uk

hypothetical protein 18K protein(goldfish-
milochondrion)

beta2-chimecric(Rat)

uk

position

5-96

5-10G
5-11G
5-126

5-H
5-2H
53H
5-4H
55H
5-6H
5-7H
5-8H
5-0H
5-10H
5-11H
5-12H
6-1A
6-2A

6-3A

6-4A
6-5A
6-6A
6-7A
6-8A
6-9A
6-10A
6-11A
6-12A
6-1B
6-28
6-3B

6-4B

6-58
6-6B
6-78
6-8B
6-98
6-10B

6-11B
6-128
6-1C

6-2C
6-3C
6-4C

6-5C
6-6C

No.511I
No.512
No.513
No.514
No.515
No.516
No.517

No.518
No.519
N0.520

No.521
N0.522

N0.523
No.524

N0.525
N0.526

No.527
N0.528

N0.529
N0.530
No.531
N0.532
N0.533
No.534

N0.535
N0.536
N0.537
No.538
N0.539
No.540

No.541
No.542
No.543
No.544
N0.545
No.546
No.547
No.548

No.549

N0.550

No.551

N0.552

N0.553

D

N249
N250
N253
N254
N255
N257
N258

N262
N263
N264

N265
N266

N267
N268

N270
N271

N272
N274

N275
N277
N278
N279
N28I
N284

N285
N286
N287
N288
N289
N290

N292
N293
N294
N295
N297
N298
N299
N301

N302

N303

N304

N305

N306

Name

glucose-6-phosphatasc(A/itv musculus)

protein arginine methyltransferasc(Ali«.v
musculus)

uk

uk

probable reverse Iranscriptase(house
mosquito)

uk

dyncin light chain, cytoplasmic(Dravop/i/7fl
melanogasler)

uk

hypothetical protein R\1.2(CaenorliaMitis
elegans)

uk

putative large subunit ribosomal protein rpL
44(.7t'(les trixeriatus)

Tubulin alpha-3 chain(//omrtn« amencanus)
translocon-associated prolein(Canix
familiaris)

uk

uk

uk

uk

kupfTcr cell receptor(/2a//M.r norvégien.*)
GTP-hinding nuclear protein RHEB
homolog(DrtMo/>/i/7fl melanogasler)

uk

RpS25 gene produc{(Drosophila
melanogasler)

uk

Mo23 gene pmduci{Drasophila
melanogasler)

sex-lethal protein homok)g(Ceratitis
capitata)

uk

uk

RpS 9 gene producl(Drosophila
melanogasler)

uk
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position
6-7C
6-8C
6-9C
6-10C
6-11C
6-12C
6-1D

6-2D
6-3D
6-4D

6-5D
6-6D

6-7D
6-8D

6-9D
6-10D

6-11D
6-12D

6-1E
6-2E
6-3E
6-4E
6-5E
6-6E

6-7E
6-8E
6-9E
6-10E
6-11E
6-12E

6-IF
6-2F
6-3F
6-4F
6-5F
6-6F
6-7F
6-8F

6-9F
6-10F
6-11F

6-12F

6-1G



No.554

N0.555
N0.556
No.557
N0.558
N0.559
N0.560
No.561
No.562

No.563
No.564
N0.565
No.566
No.567
No.568
N0.569
N0.570
No.571

No.572
No.573

No.574
No.575
N0.576
No.577
No.578
No.579
N0.580
No.581
N0.582
N0.583
No.584
N0.585
No.586
No.587
No.588
No.589
N0.590
No.591
No.592
N0.593
No.594
N0.595
N0.596
N0.597
N0.598
N0.599

N0.600
No.601
N0.602

D
N307

N308
N309
N310
N3l
N314-
N314-2
N3I5
N316

N3I18-1
N318-2
N319
N320
N321
N322
N323
N325
N327

N328
N330

N33l
N332
N334
N335
N337
N338
N339
N340
N342
N344
N345
N346
N347
N348-1
N348-2
N351
N352
N353
N354
N355-1
N355-2
N356
N357
N358
N359
N361

N362-1
N362-2
N363

Name

LIV-1 protein, estrogen régulate<i(//om«
sapiens)

uk

acyl coenzymc A dehydrogenase, long
chain(Ratios nonvgicuv)

uk

uk

uk

selenoprotein ~ muscle 1(Ratios norvégiens)
uk

SPARC-rclalcd protein(3/iw musculus)
uk

ribosomal protein S8(Apis mellifera)
NADH dehydrogenase subunit 5(Penaeus
monodon)

uk

myosin regulalt>ry light chain(Dravo/>/i/7fl
melanogasler)

uk

brain protein \3(Homo sapiens)

uk

uk

calmodu Im(Drtisophila melanogasler)
uk

uk

actin I(L.imulus polyphemns)

uk

uk

uk

actin, clone 403(Artcmia sp)

uk

uk

uk

uk

ribosomal protein $29(human)

uk

uk

uk

55 ribosomal proteim (3/u.v musculus)
408 ribosomal protein S15A(Drosophila
melanogasler)

uk

histone 1(Mytilns edulis)

H3 histonc(//omo sapiens)

position

6-2G6

6-3G
6-4G
6-56
6-6G
6-7G
6-8G
6-9G
6-10G

6-11G
6-12G6
6-1H
6-2H
6-3H
6-4H
6-5H
6-6H
6-7H

6-8H
6-9H

6-10H
6-11H
6-12H
7-1A
7-2A
7-3A
T-4A
7-5A
7-6A
1-1A
7-8A
7-9A
7-10A
7-11A
T-12A
7-1B
7-2B
7-38
7-4B
7-5B
7-6B
7-18
7-88
7-98
7-10B
7-11B

7-128
7-iC
7-2C

N0.603
No.604
N0.605
N0.606
No.607
No.608
N0.609

No.610
No.611
No.612
No.613
No.614
No.615
No.616
No.617
No.618
No.619
No.620
No.621
No.622

No.623
No.624
No0.625
N0.626
No.627
No.628
N0.629
N0.630
No.631
No.632

N0.633

No.634
No0.635

N0.636
No.637
No.638
No.639
No.640
No.641
No.642
No.643
No.644
No.645
No.646
No.647
No.648
No.649
N0.650

No.651

N365
N366
N367
N373
N374
N375
N376

N377
N378
N380
N381
N382
N383
N385
N386
N387
N388
N389
N391
N393

N394
N395
N398
N399
N400
N401
N404
N405
N406
N407-1

N407-2

N408
N409

N4i1
N4I3
N415
N416
N417
N418
N420
N421
N422
N423
N425
N426
N427
N430
N43I

N433

ribosomal protein  27a(Human)

uk

ATP synthase FO subunit 6(Penaeus
monodon)

KIAA0670 protein(//om« sapiens)
uk

tubulin alpha-1chain(Homanis américaines)

eukaryotic translation initiation factor 3,
subunit 2{Mits musculus)

cytochrome ¢ oxidase subunit VIlc(Mousc)
uk

uk

putative steroid dehydrogcnasc(Mouse)
uk

uk

ferritin 2 light chain bomolog(Drosopliila
melanogasler)

ferritin 2 light chain homobg(Drosophila
melanogasler)

uk

ATPsyn-gamma gene pmducl(Drosophila
melanogasler)

uk

uk

uk

KIAA0924 protein(Homo sapiens)

uk

uk

KIAAQI52 gene product{Homo sapiens)
uk

double stranded RNA binding nuclear
protein, ILF3(Homo sapiens)

uk

158

position
7-3C
7-4C
7-5C
7-6C
7-1C
7-8C
7-9C

7-10C
7-11C
7-12C
7-1D
7-2D
7-3D
7-4D
7-5D
7-6D
7-1D
7-8D
7-9D
7-10D

7-11D
7-12D
7-IE
7-2E
7-3E
T-4E
7-5E
7-6E
1-1E
7-8E

7-9E

7-I0E
T-11E

1-12E
7-IF
1-2F
7-3F
T-4F
7-5F
7-6F
1-1F
7-8F
7-9F
7-10F
T-1IF
1-12F
7-16
7-26

7-36



No0.652
N0.653
No.654
No0.655
No0.656
N0.657

No0.658
No0.659
No.660
No.661
No0.662
No.663
No.664
No.665
No.666
No.667
No.668
No0.669
No.670
No.671
No.672
No.673
No.674
N0.675
No.676
No.677
No.678
No.679
No0.680
No.681

No0.682
No.683
No.684
No0.685
No0.686
No.687
No.688
No0.689
N0.690
No.691
N0.692
N0.693
No.694
No.695

No.696
No.697
No.698
No.699
No.700

No.701
No.702

N434
N435
N437
N438
N439
N440

N442
N443
N445
N448
N449
N450
N45
N462
N463
N464
N466
N467
N468
N470
N471
N4T74
N475
N476
N4TT
N483
N484
SH7L
SH2001
SH2002

SH2004
SH2005
SH2006
SH2007
SH2008
SH2009
SH2013
SH2017
SH2018
SH2021
SH2023
SH2025
SH2026
SH2030

SH2036
SH2038
SH2040
SH2041
SH2043

SH2044
SH2046

Name

ribosomal protein S26(Human)

uk

uk

uk

uk

protca.somc subunit alpha type 6(Mus
masculin)

uk

ribosomal protein L26(Homo sapiens)
po 1 polyprolcin(r<jlvar carteri)
uk

NADH-ubiguinone oxidorcductase 42 kDa
subunit(/)mw/jinia melanogaster)

ubiquilin - conjugating enzyme E2-24
kDa(Drosophila melanogaster)

60S ribosomal protein L6(Homo sapiens)

nascent polypeptide-associated complex
alpha chain(3/iw masculin)

uk

uk

position
7-4G
7-56
7-6G6
1-16
7-8G6
7-96

7106
7-116
7-126
T-1H
7-2
73
1-4H
75H
7-6H
1-7H
7-8H
79
1-L0H
1-11H
7-12H
8-1A
82
83A
8-4A
85
8-6A
87A
8-8A
89A

8-10A
8-11A
8-12A
8-1B
8-28
8-3B
8-4B
8-58
8-6B
8-78
8-8B
8-9B
8-108
8-11B

8-12B
8-1C
8-2C
8-3C
8-4C

8-5C
8-6C

No.703
No.704
No.705

No.706
No.707
No.708
No.709

No.710
No.711
No.712
No.713
No.714
No.715
No.716
No.717
No.718

No.719
No.720
No.721

No.722
No.723

No.724
No.725
No.726
No.727
No.728
No.729

No.730
No.731
No.732
No.733
No.734

No.735

No.736

No.737
No.738
No.739

No.740
No.741
No.742

No.743
No.744
No.745

D

SH2048
SH2049
SH2051

SH2053
SH2054
SH2055
SH2056

SH2057
SH2058
SH2059
SH2060
SH2063
SH2064
SH2065
SH2066
SH2068

PIH 1451
PIH1541"
PIHI85f

PJH186r
PIH222r

PIH3IOf
PJH3I8r
PIH327r
PIH328f
PJH331f
PJH332f

PJH333r
PJH334r
PJH336f
PJH338r
PJH341f

PIH35I

PJH353r

PJH354r
PJH356f
PJH359f

PIH36If
PJH362f
PJH363f

PJH398f
PJH401F
PJH402f

chromatin-specific transcription elongation
factor(/lom<> sapiens)

ATPase subunit 6(Peaneus notialis)

uk

uk

ATP synthase alpha chain, mitochondrial
[)rccursor(Drosopliila melanogaster)

408 ribosomal protein S3a(Oryiias latipes)
uk

uk

beta - actin(Penaeus vannamei)
hypotheticalprole (Drosophila
melanogaster)

uk

uk

heterogeneous ribonuclcoprotcin A, A2.B1
(Schislocenca americana)

uk

28S ribosomal RNA gene (Penaeus
vannamei)

radixin (Mus masculin)

uk

uk

uk

uk

NADH dehydrogenase subunit 5 (Penaeus
monodon)

uk

uk

uk

uk

RpL46 gene product (Drosophila
melanogaster)

cytochrome ¢ oxidase subunit 2 (Penaeus
notialis)

AIMS-P.mono40 Giant tiger prawn cyeslalk
cDNA library cDNAS' (Penaeus monodon)
uk

uk

protein transporting protein sec61 gamma
subunit (Canisfamiliaris)

uk

uk

elongation factor 1-alpha (Armadillidium
vulgare)

uk

uk

PAC clone DJI 164K 10 from 7p21-p22
(Homo sapiens)

159

position
8-7C
8-8C
8-9C

8-10C
8-11C
8-12C
8-1D

8-2D
8-3D
8-4D
8-5D
8-6D
8-7D
8-8D
8-9D
8-10D

8-11D
8-12D
8-1E

8-2E
8-3E

8-4E
8-5E
8-6E
8-7E
8-8E
8-9E

8-10E
8-11E
8-12E
8-1F
8-2F

8-3F

8-

A

F

8-5F
8-6F
8-TF

8-8F
8-9F
8-10F

8-1IF
8-12F
8-1G



No.746

No.747

No.748
No.749
No.750
No.751
No.752
No.753
No.754
No.755

No.756

No.757
No.758

No.759
No.760
No.761
No.762
No.763
No.764

No.765

No.766

No.767
No.768

No.769
No.770

No.771
No.772
No.773

No.774
No.775
No.776
No.777
No.778
No.779
No.780
No.781
No.782
No.783
No.784
No.785
No.786
No.787

ID
PIH403f

PIH404r

PJH405r
PIH407f
PIH410f
PIH4L Ir
PIH412r
PIH414f
PIH4ITI
PIH424f

PIH429f

PIH447f
PIH448I"

PJH450r
PJH455r
PIH45Tr
PIH458f
PIH459f
PIH466r

PIH468f

PIH4T3r

PIH478f
PIH4T9f

PIH480f
PIH481f

PIH483f
PJH484r
PIH486f

PIH48Tr
PIH488r
PIH494r
PIH49Tr
PJH499r
PJH500T
PIH502r
PJH505r
PIHS527r
PIH535F
PIH541f
PJH608r
PIH612f
PIH630f

Name

gene for 24-kDa subunitof complex l.exon

7 (/I. sapiens)

CG 10686 gene product (Drosophila
melanogasler)

uk

uk

alpha-tubulin (Spirometra erinaceienrapaei)

ribosomal protein $25 (H. sapiens)
uk
uk

hypothetical 32.0 KD protein (c. eleganx)

HMG -like protein (Drosophila
melanogasler)

chloride intracellular channel protein 2

{Homo sapiens)
uk

translationally controlled tumor protein (.*.V

cerevisiae)

hypothetical protein MGC2628 {Homo

sapiens)

285 ribosomal RNA gene (Penaens

AIMS-P.mono6 Giant tiger prawn cycstalk
¢DNA library cDNAS5' {Penaens momnlon)

60S ribosomal protein LI8A (//offi« sapiens)

CG 9091 gene product {Drosophila
melanogasler)

esterase FE4 precursor (Myzus perssicac)

185 ribosomal RNA gene {Penaens

vannamei)

408 ribosomal protein S9 ( Homo sapiens)

uk

169 ribosomal RNA gene {Penaens
vannamei)

uk

uk

ribosomal protein L5 {Ratios norvégiens)

408 ribosomal protein 16 ( Homo sapiens)

uk
uk

tubulin beta-1 chain (Homams américaines)

uk
uk

calmodulin {Drosophila melanogasler)

position

8-26

8-3G

8-4G
8-56
8-6G
8-1G
8-8G
8-96
8-10G
8-11G

8-12G6

8-1H
8-2H

8-3H
8-4H
8-5H
8-6H
8-TH
8-8H

8-9H

8-10H

8-11H
8-12H

9-1A
9-2A

9-3A
9-4A
9-5A

9-6A
9-1A
9-8A
9-9A
9-10A
9-11A
9-12A
9-18
9-28
9-3B
9-4B
9-58
9-68
9-18

No.788

No.789
No.790
No.791
No.792
No.793
No.794
No.795

No.796

No.797
No.798
No.799
No.800

No.801
No.802

No.803
No.804
N0.805
No.806

No.807
No.808
No.809
No.810
No.811
No.812
No.813
No.814
No.815
No.816
No.817
No.818
No.819

N0.820
No.821
No.822
N0.823
No.824

N0.825
N0.826

No.827
No.828
No.829
N0.830
No.831
No.832
No0.833

D
PJHG41r

PIH645f
PIH649f
PIHE72r
PJHE79r
PIHT02f
PIHT29f
PIHT42r

PIH745f

PIHT58r
PIHT70r
PIHTT9r
PJHT80r

PIHT8Ir
PIH782f

PIHT88r
PIH798f
PJHB00r
PIAI2r

PIA3SI
PJA45r
PJASIr
PJAS4r
PIASTr
PJAG2r
PJAG3r
PIAGTr
PIAGIr
PIATOr
PIATLr
PIAT2r
PIATS!

PJASOr
PIAB4r
PIA92r
PJAI03r
PIAI0G6r

PIA108r
PJAL09r

PIAlIOr
PIAI22r
PIAI28r
PIAI30r
PJAI33r
PJA136r
PJAI38f

Name

CG6848 gene product (Drosophila

melanogasler)

cytochrome ¢ oxidase subunit {Penaens

monodon)

myosin regulatory light chain {Drosophila

melanogasler)

elongation factor 2 {Drosophila
melanogasler)

uk

169 ribosomal RNA gene {Penaens

uk

Chelonianin

uk

Balbiani ring protein 3 precursor
{Chironomus teutons)

uk

uk

uk

uk

uk

uk

uk

profilin {Drosophila melanogasler)
uk

uk

uk

mitochondrial rRNA gene {Penaens nolialis)

408 ribosomal protein  15A {Drosophila

melanogasler)

NADH dehydrogenase subunit 5 {Penaens

nolialis)

uk

ubiquitin/ribosomal protein CEP52
{Drosophila melanogasler)

uk

uk

uk

uk

60S ribosomal protein L27 {Homo sapiens)

60S ribosomal protein L35 {Rallies rallies)

16S rRNA gene (Penaens vannamei)

160

position

9-8B

9-9B
9-108
9118
9-128
9-1C
9-2C
9-3C

9-

~

C

9-5C
9-6C
9-1C
9-8C

9-9C
9-l0C

9-11C
9-12€C
9-1D
9-2D

9-3D
9-4D
9-5D
9-6D
9-7D
9-8D
9-9D
9-10D
9-11D
9-12D
9-1E
9-2E
9-3E

9-4E
9-5E
9-6E
9-1E
9-8E

9-9F
9-10E

91IE
9-12E
9-IF
9-2F
9-3F
9-4F
9-5F



No.834
No.835
No.836
No.837
No.838
No.839
No.840
No.841
No.842
No.843
No.844
No.845
No.846
No.847
No.848

No.849
No.850
No.851
No.852
No.853
No.854
No.855

No.856
No.857
No.858
No.859
No.860
No.861

No.862
No.863
No.864

No.865

No.866
No.867
No.868
No.869
No.870
No.871
No.872
No.873
No.874
No.875
No.876

No.877
No.878
No.879
No.880
No.881

No.882

ID

PJA139r
PIA142r
PIA144r
PJA146r
PJA152r
PJAI6Or
PIAIG3r
PJA165r
PIAIGTr
PIAITSr
PIAIB4r
PIAI95r
PIAISTr
PJA229r
PIA242r

PIA244r
PJA253r
PJA255f
PJA260r
PIA2T4r
PIA2TTr
PIA278r

PJA281r
PJA282r
PJA284r
PIA28Tr
PJA288r
PJA289r

PJA295r
PJA320r
PIA32Ir

PJA325r

PJA326r
PJA332r
PJA333r
PJA346r
PJA3SIr
PJA3S8r
PJA3S9r
PJA360r
PIA368f
PJA3T0f
PIA3T2r

PJA38U
PIA387f
PIA388f
PJA390T
PJA394r

PJA396r

uk

408 ribosomal protein  (Apis mellifera)
AEMTANS6 Aetles aegypti MT pSPORT
library clonc56 5 (Aedes (tegypli)

uk

uk

uk

uk

uk

uk

mitochondrial genome, partial 3<end (P.
nolitilis)

uk

uk

uk

uk

ATPase subunit 6 (Penaeus nolitilis)
integrin bala-subunil (Pacifaslacus
leniusculus)

uk

uk

60S ribosomal protein L7A (I'ugu rubripes)
NADH dehydrogenase (Drosophila

melanogasler)

16S rRNA gene (Penaeus vannamei)
uk

uk

uk

uk

40S ribosomal protein S9 (Rallus
norvégiens)

uk

uk

16S rRNA gene (Penaeus vannamei)
uk

NADH ubiquinone oxidoreductase chain 6
(Drosophila melanogasler)

uk

position
9-6F
9-F
9-8F
9-9F
9-10F
9-11F
9-12F
9-16
9-26
9-3G6
9-4G
9-56
9-6G
9-1G
9-8G

9-9G
9-10G
9-116
9-12G6
9-1H
9-2H
9-3H

9-4H
9-5H
9-6H
9-TH
9-8H
9-9H

4-10H
9-1IH
9-12H
10-1A

10-2A
10-3A
10-4A
10-5A
10-6A
10-7A
10-8A
10-9A
10-10A
10-11A
10-12A

10-1B
10-28
10-38
10-48
10-58

10-68

No.883
No.884

No.885
No.886

No.887

No.888
No.889
No.890
No.891

No.892
No.893

No.894
N0.895
No.896
No.897
No.898
No.899

N0.900
No.901
No.902
N0.903
No.904
N0.905
N0.906
N0.907
N0.908
No.909
No.910
No.911
No.912
No.913
No.914
No.915
No.916
No.917
No.918
No.919
N0.920
No.921

N0.922
N0.923
No.924
N0.925
N0.926
No.927
No.928
N0.929
N0.930

ID

PJA410r
PJAA41LST

PJA416r
PIA4LTY

PJA418r

PIA42Tr
PJA428
PJA434r
PJA442r

PJA444r
PJA455!

PJA468I
PJA4T6r
PJA484r
PJAS03r
PJAS04r
PJAS24r

PJAS30f
PJAS34r
PJAS38r
PJAS40r
PJASALr
PJAS44r
PJAS45r
PJASS3r
PJAS60r
PJAS61r
PJAST5r
PJAST8r
PJAS80r
PJAS8Lr
PJAS8Tr
PJAS90r
PJAS92r
PJAS95r
PJAG19r
PJAG23r
PIAG34r
PJAG3Tr

PJAG6Or
PIAGGIr
PJAGETr
PJAGT1r
PIAGT3r
PIAGT6r
PIAGT8r
PJAGTIr
PJAG851"

Name

uk

mitochondrial IrRNA gene, partial 3'end
(Penaeus vannamei)

uk

60S ribosomal protein L7 (Caenorhabditis
elegans)

408 ribosomal protein S27 (Iloniums
ainericantts)

uk

uk

165 rRNA gene (Mclapcnaeapsis lamcllata)
NADH dehydrogenase subunit 3 (Penaeus
nolitilis)

uk

60S ribosomal protein L37A (Osleriagia
oslerlagi)

16S rRNA gene (Penaeus vannamei)

uk

16S rRNA gene (Penaeus vannamei)

uk

clottable protein (Penaeus monotlon)
cytochrome c oxidase subunit 3 (Penaeus

noliallis)

uk

405 ribosomal protein S28 (Homo sapiens)
uk

uk

uk

uk

innexin 2 (Schislocerca americana)

uk

40S ribosomal protein 12 (  scrofa)
uk

cytochrome c oxidase subunit 3 (Penaeus
noliallis)

uk

uk

uk

cell adhesion moieculc-CAM

uk

uk

uk

161

position
10-78
10-88

10-98
10-10B

10-118

10-12B
10-IC
10-2C
10-3C

10-4C
10-5C

10-6C
10-7C
10-8C
10-9C
10-10C
10-11C

10-12C
10-ID
10-2D
10-3D
10-4D
10-5D
10-6D
10-71D
10-8D
10-9D
10-10D
10-11D
10-12D
10-1E
10-2E
10-3E
10-4E
10-5E
10-6E
10-7E
10-8E
10-9E

10-10E
10-11E
10-12E
10-IF
10-2F
10-3F
10-4F
10-5F
10-6F



No.931
N0.932
No.933
No.934
N0.935
N0.936

No.937
No.938
N0.939
N0.940

No.941

No.942
N0.943
No.944
No.945

No.946
No.947
No.948
No.949

N0.950
No.951
No.952

N0.953

No.954
N0.955
No.956
No.957
No.958
N0.959
N0.960
No.%1

No.962
N0.963
No.964
N0.965
N0.966
No.%7
No.%8
No.%9
N0.970
No.971
No.972
No.973

No.974
N0.975
N0.976

ID

PJAGI6I
PIATL3r
PIATL4r
PIAT21r
PIAT2Tr
PJAT38r

PIAT44r
PIAT46f
PIATE2r
PIATT8r

PIABL Ir

PJAB15T
PJAB23r
PJAB3Lr
PIV9Or

PIVIOST
PIV3ILr
PIV3I3r
PIV3I5r

PIV341
PIV342f
PIV355I'

PIV365r

PIVA04r
PIV405T
PIV408r
PIV409

PIV411f
PIV4I2r
PIV413f
PIV4l4f

PIVALT

PIV418r
PIV419f
PIV42D
PIV422r
PIV426r
PIV432r
PIVA434r
PIV438r
PIV440f
PIv4d4cC
PIV445r

PIV4S2r
PIV458r
PIV463r

DNA-directed RNA polymerase 2 33Kda
polypeptide(RPB3) (H.sapiens)

uk

mitochondrial, complete genome

MTG8 protein(ETC protein) (Homo sapiens)
405 ribosomal protein S15A (Homo
sapiens)

partial mitochondrial 165 rRNA gene
{Penaeusjaponicus)

uk

histone 1 ( Mytilus edulis)

uk

neuronal apoptosis inhibitory protein (Mus
mnxcnlus)

uk

uk

uk

Masqucradc-like protein (Pacifastacns
leninsculns)

60S ribosomal protein L19 (Mus muxcnlus)
selenidc water dikinase (Drosophila
melanogaster)

14-3-3-like protein (Drosophila
melanogaster)

elongation factor 1-gamma (Artemia sp.)
uk

uk

progammed cell death 6-intcracting protein
uk

uk

Kazal inhibitor type 2

hemocytc protein-glutamine gamma-
glutamy(transferase (Tachypleus tridentatus)
uk

uk

Ras-like GTP-binding protcin-Drac3
60S ribosomal protein L38 (Homo sapiens)
uk
3 ribosomal protein (Homo sapiens)
uk
uk
cytochrome ¢ oxidase subunit 5ic (Homo

sapiens)

position
10-7F
10-8F
10-9F
10-10F
10-11F
10-12F

10-16
10-2G6
10-36
10-46

10-56

10-66
10-76
10-8G
10-96

10-10G6
10-116
10-12G
10-1H

10-2H
10-3H
10-4H

10-5H

10-6H
10-TH
10-8H
10-9H
10-10H
10-11H
10-12H
11-1A

11-2A
11-3A
11-4A
11-5A
11-6A
11-7A
11-8A
11-9A
11-10A
11-11A
11-12A
1118

11-28
11-38
11-48

No.977
No.978
No.979
N0.980
No.981
No.982

N0.983

No.984
No.985
N0.986
No.987
N0.988

No.989
N0.990
No.991
N0.992
N0.993

No.994
N0.995
N0.996
N0.997
N0.998
N0.999

No. 1000

No.1001
No.1002

No. 1003
No.1004
No.1005

No. 1006
No. 1007
No.1008
No.1009
N0.1010
No.1011
No.1012
No.1013
No.1014
No.1015
No.1016
No.1017
No.1018
No.1019
No.1020
No. 1021
No. 1022

ID

PIV4T2f
PIV4T3f
PIVAT6r
PIV4TIL
PIVA484r
PIV488r

PIV492r

PIVA496r
PIVA9Tr
PIVA498r
PIV50Ir
PIV514f

PIVE03r
PIVEI Ir
PIVEI2!
PIVEI4r
PIVISf

PIVEI8r
PIV625r
PIVE3Tr
PIVE9L f
PIVT03r
PIV8SII

PIL14r

PJI22r
PJI34r

PJI84r
PJIL02r
PJ1168I

PJI250r
PJI255f
PlI262r
PJI308r
PJI328r
PII330N
PII3T5r
PJI378r
Pll440r
PJ1447r
PII4TIr
PJI481
PIIM1
PIIM2
PIIM3
PIIM4
PJIM5

Name

protcasome 265 subunit (Homo sapiens)
uk

uk

ESM-1 protein (Musmusailus)

Rat insulinoma genc-Rig (Homo sapiens)
60S ribosomal protein L34 (Aedes
alhopict )

predicted using Gencfinder; preliminary
prediction (c. elegans)

uk

ribosomal protein  15(Homo sapiens)
nonmuscle myosin-2 heavy chain

40S ribosomal protein (Homo sapiens)
ribosomal protein L19 (Drosophila
melanogaster)

Collagen 4 alpha 4 (Homo sapiens)

QM protein (Bomhyx mansarina)

uk

608 ribosomal protein L35A (Rattus rattns)
chloride intracellular channel protein (Homo

sapiens)

408 ribosomal protein 19 (Mya arenaria)
calcium-sensitive chloride channel 2 (Mus
musculus)

integral mcmbrance protein 2A (Homo
sapiens)

uk

internal transcribed spacer 2 (Penaeus
vannamei)

uk

uk

tumor protein, translationally-controlled 1
(Homo sapiens)

elastase inhibitor (Anemonia sulcata)
uk
keratin (Danio rerio)

uk

Alpha-2-macroglobulin (Limulus sp.)
beta13 glucan binding protein

lysozyme c,p type precursor (Mus musculus)
peroxincetin

prophenoloxidase
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position
11-58
11-6B
11-7B
11-8B
11-98
11-10B

11118

11-128
II-1C
112C
11-3C
11-4C

11-5C
11-6C
1I-7C
11-8C
11-9C

II-10C
11-11e
11-12C
12-1A
12-2A
12-3A

12-4A

12-5A
12-6A

12-7A
12-8A
12-9A

12-10A
12-11A
12-12A
12-1B
12-28
12-3B
12-48
12-58
12-6B
12-78
12-88
12-98
12-10B
12118
12-12B
12-1C
12-2C



No.1023

No. 1024

No.1025
No. 1026

No.1027
No.1028
No.1029
No.1030
No.1031
No.1032

PlIM6

PIIMT7

PJIM8
PJIM9

NCI
NC2
NC3
NC4
PCI

pPC2

Name

Masqueradc-like protein (Pacifastacus
leniusculus)

hemocyte protein-glutamine gamma-
glutamyltransferase (Tachypleus tridentatus)
clotting protein

coagulation factor G-bata chain precursor
(Tachypleus tridentatus)

pbluc script vector

phlue script vector

pbluc script vector

Tvector

b-actin

b-actin

position

12-3C

12-4C

12-5C
12-6C

12-7C
12-8C
12-9C
12-1oc
12-11C
12-12C
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