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List of expressed genes after white spot syndrome virus challenge at different
time points

wssv challenge at 6 hpi
Description___________________________ Fold change_________Description___________________________Fold change
40s ribosom al pro tein S24 10.35 m itochondrial genom e, partial 3' end 1.04
asialoglycoprotein recepter 7.12 ribosom al pro tein S25 1.04
cellu lar nucleic acid binding protein 5.05 actin 1 1 03
tubulin beta-1 chain 4.70 ribosom al protein S27a 1.03
60S ribosom al pro tein L27 4.62 IN N EX IN  INX3 1.03
60S ribosom al pro tein L7A 4.30 clottable protein 1.03
elongation factor 2 4.24 60s ribosom al protein L39 1.03
von H ippel-L indau binding protein 1 3.67 m itochondrial IrR N A  gene, partial 3' end 1.02
40S  ribosom al pro tein S9 3.43 ubiquitin and r ib o s o n ^  pro tein S27a 1.02
cytosolic m anganese superoxide dism utase 60S ribosom al pro tein L7 1.02

percursor 3.41 40S ribosom al pro tein ร 1.01
b-actin 3.17 integral m em brance protein 2A 1.01
40s ribosom al protein S25 3.06 60S ribosom al pro tein L18A 0.99
60S ribosom al p ro tein  L38 2.98 m yosin regulatory light chain 0.99
60Sacidic ribosom al pro tein P2 2.78 40S ribosom al protein 0.98
40s ribosom al protein S10 2.61 14-3-3-Iike protein 0.98
60s acidic ribosom al protein P2 2.59 ubiquitin-like protein /  ribosom al protein S30 0.98
RpS25 gene product 2.55 40S ribosom al protein S12 0.97
40S ribosom al protein S19 2.30 selenoprotein พ  m uscle 1 0 9 6
60S ribosom al pro tein L6 2.22 60S ribosom al protein L I9 0 9 6
40s ribosom al protein s7 1.94 60S ribosom al pro tein L10A 0 9 6
gam m a-am inobutyric  acid (G A B A -A ) receptor 1.85 S3 ribosom al protein 0.96
60s ribosom al pro tein L22 1.75 60Sacidic ribosom al protein P2 0.95
A T Pase subunit 6 1.71 40S ribosom al protein S24 0 9 5
S PA R C -related  protein 1.67 QM  protein 0 9 5
heat shock cognate 70 kD a protein 1.51 double stranded RN A binding nuclear protein,
eukaryotic  translation  initiation factor 3, ILF3 0.95

subunit 2 1.45 60S ribosom al protein 0.94
A E M T A N 56 A edes aegypti M T pSPO RT putative large subunit ribosom al pro tein  rpL 44 0.93

library c lone56 5' 1.40 16S rR N A  gene 0.92
ribosom al protein S8 0.91ribosom al protein L30 1.35 ribosom al protein S12 0.91calcium -sensitive chloride channel 2 1.34 Ef2b gene product 0.90Prophenoloxidase activating  factor 1.33 ribosom al protein L28 0.90N a/K -A T Pase beta  subunit isoform  3 1.31 5S ribosom al protein 0 90acyl coenzym e A dehydrogenase, long chain 1.31 alpha-2-tubulin 0.90RpS 9 gene product 1.27 m itochondrial rRN A  gene 0 89tubulin beta-1 chain 1.24 ATP syn thase FO subunit 6 0.89R pL46 gene product 1.22 hypothetical pro tein 18K protein 0.89ribosom al protein S I 8 1.22 actin, cytoplasm ic A3 0.8960a ribosom al protein L27A 1.21 16S rR N A  gene 0.8816S ribosom al R N A  gene 1.21 b-actin 0.8840S ribosom al protein S20 1.20 hypothetical 36.9 kD a protein 0.88gene M A C25 protein 1.20 m itochondrial, com plete genom e 0.88ribosom al protein S I 7 1.20 ribosom al protein LI 8a 0.8811.5 kD a antibacterial protein 1.18 60S ribosom al protein L14 0.88ribosom al protin eL12 1.18 beta - actin 0 8 8A TP syn thase subunit c 1.18 gene M A C 25 protein 0.88hypothetical protein F26E4.9 1.17 hypothetical protein 0.87translationally contro lled  tum or protein hom olog 1.16 ribosom al protein L 3 1 0.87calm odulin 1.16 40S ribosom al pro tien  S4 0.87ribosom al protein L24 1.15 16S ribosom al RN A  gene 0.85A T Psyn-gam m a gene product 1.15 alpha-tubulin 0.85R at insulinom a gene-R ig 1.14 40S ribosom al pro tein  S3a 0 8 560s ribosom al pro tein L13 1.13 16S rR N A  gene 0 85Fc fragm ent o f  IgE, low  affin ity  II 1.13 cytochrom e c ox idase subunit 1 0 84

ribosom al protein S5 1.12 5S ribosom al protein 0.84
40S  ribosom al pro tein  S15A 1.11 N A D H  ubiqu inone ox idoreductase  chain 6 0.84
60S ribosom al pro tein  L19 1.08 beta tub 56D  gene product (a ltl ) 0.84
16S rR N A  gene 1.05 ribosom al protein L26 0.83N A D H  dehydrogenase subunit 4 1.05 40S ribosom al protein S16 0.8260S ribosom al pro tein  L34 1.04 actin 0.8116S rR N A  gene 1.04
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wssv challenge at 6 hpi (continue)
Description Fold change Description Fold change
nucleoside diphosphate kinase 0.81 neuronal apoptosis inhibitory protein 0 7 5
40S ribosom al protein S32 0.81 hypothetical protein F08F1.8 0.74
cytochrom e c oxidase subunit V ile 0.81 Penaeidin-2 precusor 0.74
ribosom al protein S I5 0.80 agrin precursor 0.73
40s ribosom al protein ร 11 0.80 histone 1 0.73
partial m itochondrial 16S rR N A  gene 0.80 asialoglycoprotein recepter 0.72
16S rR N A  gene 0.79 calponin hom olog 0.72
guanine nucleotide-b inding pro tein beta subunit 0.79 RpL 19 gene product 0.71
60S ribosom al pro tein L I 7 
H3

0.79 actin related protein
heterogeneous ribonucleopro tein  A, A 2,B 1

0.71
0.700.78 tubulin a lp h a-1 chain 0 69G uanine nucleotide-b inding protein gam m a-2 0.78 gam m a-actin 0 69hem ocyte p ro tein -glu tam ine gam m a- H3 histone 0.69

glutam yltransferase 0.77 strom elysin-3 precursor 
argin ine kinase

0.69
0.68

cytoplasm ic beta  chain 0.65
60S ribosom al pro tein  L37A 0.77 low -density lipoprotein  receptor relate protein - 0.65
elongation factor 2 0.77 profilin 0.62
penaeidin-3k 0.76 C G 6848 gene product 0.57
actin 3 0.75 kupffer cell receptor 0.43
probable reverse transcrip tase 0.75

wssv challenge at 24 hpi
Description Fold change Description Fold change
60S ribosom al pro tein L34 24.10 RpL46 gene product 1.51
ribosom al protein L30 21.66 5S ribosom al protein 1.51
14-3-3-like protein 19.33 RpS 9 gene product 1.49
Rat insulinom a gene-R ig 8.92 translocon-associated protein 1.45
asialog lycoprotein  recepter 8.72 heat shock cognate  70 kD a protein 1.44
ribosom al protin eL12 7.51 ribosom al protein L31 1.43
calm odulin 7.20 tubulin beta-1 chain 1.43
60s ribosom al protein L I 3 6.16 40S ribosom al pro tein ร 1.43
60S ribosom al pro tein L7A 5.80 16S ribosom al RN A  gene 1.41
60a ribosom al protein L27A 5.37 histone 1 1.39
proteasom e subunit beta  type 2 4.49 A E M T A N 56 A edes aegypti M T pSPO RT
calm odulin 4.06 library c lone56 5' 1.37
QM  protein 3.84 beta - actin 1.32
chain H, cytochrom e B el com plex 3.81 m itochondrial genom e, partial 3' end 1.25
calcium -sensitive  chloride channel 2 3.27 clottable protein 1.24
A TP syn thase a lpha chain, m itochondrial 60S ribosom al protein 1.22
precursor 3.24 neuronal apoptosis inhibitory protein 1.22
asialoglycoprotein recepter 3.16 tubulin beta-1 chain 1.21
60Sacidic ribosom al pro tein P2 3.02 ferritin 2 light chain hom olog 1.21
60S ribosom al pro tein L7A 2.90 ribosom al protein S28 1.20
ร 3 ribosom al protein 2.68 ribosom al protein S12 1.19
40S ribosom al protein S27 2.65 40s ribosom al pro tein S I 1 1.14
ribosom al protein S18 2.52 IN N EX IN  INX3 1.14
integral m em brance pro tein 2A 2.39 translationally contro lled  tum or protein
40s ribosom al pro tein S10 2.37 hom olog 1.13
cytochrom e c ox idase subunit v i le 2.24 ribosom al protein S I 5 1.11
ribosom al pro tein S5 2.19 guanine nucleotide-b inding pro tein beta
60S ribosom al pro tein  L19 2.16 subunit 1.09
60S ribosom al pro tein  L6 2.10 60S ribosom al pro tein L7 1.08
ribosom al protein L28 1.92 H3 1.07
double stranded RN A  bind ing  nuclear RpL 19 gene product 1.06
protein, ILF3 1.92 40S ribosom al pro tein S20 1.05
A TP syn thase subunit c 1.89 nucleoside diphosphate  kinase 1.05
60S ribosom al protein L18A 1.86 40S ribosom al pro tein ร 16 1.00
60Sacidic ribosom al pro tein P2 1.82 40S ribosom al pro tien S4 1.00
40S ribosom al protein 1.81 elongation factor 2 1.00
ribosom al protein ร 27a 1.79 5S ribosom al protein 0.99
ribosom al protein L24 1.76 40S  ribosom al pro tein  S32 0.99
ubiquitin  and ribosom al pro tein S27a 1.70 eukaryotic  translation initiation factor 3, subunit 2 0.98
60s ribosom al pro tein L39 1.70 60S ribosom al p ro tein  L37A 0 9 8
60S ribosom al pro tein L I0 A 1.66 ubiquitin-like protein /  ribosom al protein S30 0.95
60S ribosom al pro tein L19 1.57 alpha-tubulin 0.93
N a/K -A TPase beta  subunit isoform  3 1.51 ribosom al protein S8 0.92



156

wssv ch a llen g e  a t 24 hp i (con tin ue)
D escrip tio n F old  chan ge D escrip tion Fold  change
ribosom al protein L26 0.91 selenoprotein พ  m uscle 1 0.61
heterogeneous ribonucleopro tein  A, A 2,B  1 0.89 Ef2b gene product 0.60
profilin 0.89 16S rRNA gene 0.60
16S rR N A  gene 0.88 m itochondrial IrR N A  gene, partial 3' end 0.60
40S ribosom al pro tein S24 0.87 NAD H  ubiquinone oxidoreductase  chain 6 0.58
hypothetical 36.9 kD a protein 0.86 hypothetical protein F08F1.8 0.57
40S ribosom al pro tein S3a 0.86 kupffer cell receptoi 0.57
m yosin regulatory light chain 0.85 H3 histone 0.56
cytochrom e c oxidase subunit 1 0.84 arginine kinase 0.54
actin, cytoplasm ic A30 0.83 16S ribosom al RNA gene 0.54
60s ribosom al protein 0.81 60S ribosom al protein L I7 0.51
16S rR N A  gene 0.81 low-density lipoprotein receptor relate
60S ribosom al protein L14 0.76 protein - 0.51
putative large subunit ribosom al protein hypothetical protein 0.49

rpL 44 0.74 beta tub 56D  gene product (a lt 1 ) 0.47
gene M A C25 protein - hum an 0.42

16S rR N A  gene 0.73 CG 6848 gene product 0.38
A TP syn thase FO subunit 6 0.73 actin related protein 0.34
strom elysin-3 precursor 0.71 hem ocyte protein -glu tam ine gam m a-
calponin hom olog 0.70 glutam yl transferase 0.34
m itochondrial rR N A  gene 0.70 tubulin ฟ pha-1 chain 0.26
actin 0.68 gene M A C25 protein 0.21
gam m a-actin 0.68 probable reverse transcriptase 0.13
m itochondrial, com plete genom e 0.67 Penaeidin-2 precusor 0.07
actin 3 0.66 agrin precursor 0.07
cytoplasm ic beta  chain 0.63 penaeidin-3k 0.06
I6S  rR N A  gene 0.62 11.5 kDa antibacterial protein 0.06
partial m itochondrial 16S rRN A  gene 0.61

wssv ch allen g e  a t 48 hpi
D escrip tio n F old  chan ge D escrip tion Fold  change
translocon-associated  protein 24.33 asialoglycoprotein recepter 1.87
calm odulin 22.90 60S ribosomal protein L19 1.83
tubulin beta-1 chain 15.54 ribosomal protein S I 7 1.73
60S ribosom al pro tein L7A 7.85 40S ribosomal protein ร20 1.72
ribosom al protin eL12 6.70 CG 6848 gene product 1.71
arginine kinase 6.41 beta - actm 1.68
60S ribosom al pro tein L34 6.15 S3 ribosomal protein 1.64
60S ribosom al protein L10A 5.85 beta tub 56D gene product (a lt 1) 1.57
60a ribosom al protein L27A 4.90 eukaryotic translation initiation factor 3,
m yosin regulatory ligh t chain 4.87 subunit 2 1.56
ribosom al protein S I 8 4.81 double stranded RNA binding nuclear
40S  ribosom al protein 4.56 protein, ILF3 1.54
elongation factor 2 4.45 40S ribosomal protein ร 3a 1.52
alpha-2-tubulin 4.24 putative large subunit ribosom al protein
ribosom al protein S5 4.23 rpL 44 1.52
ubiquitin-like protein /  ribosom al protein S30 3.97 Elongation facto r-1 beta 1.51
actin 1 3.86 16S rRNA gene 1.51
H3 3.66 60S ribosomal protein 17 1.50
60Sacidic ribosom al pro tein P2 3.65 cytoplasm ic beta  chain 1.49
60s ribosom al protein L I3 3.33 actin 1.48
ribosom al protein L24 3.22 RpL46 gene product 1.47
integral m em brance pro tein  2A 3.04 ubiquitin and ribosom al pro tein  S27a 1.47
40S ribosom al pro tein S24 2.83 40S ribosomal protien ร'4 1.45
ribosom al protein S28 2.73 calcium -sensitive chloride channel 2 1.45
alpha-tubulin 2.47 60Sacidic ribosom al protein P2 1.42
actin, cytoplasm ic A3 2.40 calponin hom olog 1.38
60S ribosom al pro tein L6 2.33 ribosomal protein L28 1.38
hem ocyte p ro tein -glu tam ine gam m a- actin 3 1.36

glutam yltransferase 2.32 ribosom al protein LI 8a 1.36
heterogeneous ribonucleopro tein  A, A 2,B  1 1.28acyl coenzym e A dehydrogenase, long chain 2.29 cytochrom e c oxidase subunit v i l e 1.2340s ribosom al pro tein s7 2.21 clottable protein 1.2214-3-3-like protein 2.17 60S ribosomal protein -like 1.22Q M  protein 2.11 RpL 19 gene product 1.18hypothetical 36 .9 kD a protein 2.00 ribosomal protein S27a 1.16gam m a-actin 1.90
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wssv challenge at 48 hpi (continue)
D escrip tio n Fold chan ge D escrip tion Fold  chan ge
cytochrom e c  ox idase subunit I 1.16 A EM TA N 56 A edes aegypti M T pSPO R T
hypothetical protein 1.14 library c lone56 5' 0.80
gene M A C 25 protein 1.14 60S ribosom al protein L14 0.78
5S ribosom al protein 1.13 histone 1 0.76
60S ribosom al protein L18A 1.10 Anti lipopolysaccharide factor (A LF) 0.72
40S  ribosom al pro tein ร 15A 1.09 Ef2b gene product 0.68
ribosom al protein S15 1.09 elongation factor 2 0.68
ribosom al protein S12 1.08 selenoprotein พ  m uscle 1 0.63
40S ribosom al protein S27 1.08 neuronal apoptosis inhibitory protein 0.59
40S  ribosom al p ro tein  S32 1.06 16S rRNA gene 0.59
RpS 9 gene product 1.03 NA D H  ubiquinone ox ido reductase  chain 6 0.57
ribosom al protein L 3 1 1.01 16S ribosom al RN A  gene 0.55
nucleoside diphosphate  kinase 0.98 m itochondrial genom e, partial 3' end 0.51
60S ribosom al protein L19 0.98 m itochondrial IrR N A  gene, partial 3' end 0.48
40S ribosom al pro tein ร 12 0.97 m itochondrial rR N A  gene 0.48
ribosom al protein S25 0 9 4 16S rRNA gene 0.47
60S ribosom al pro tein L I 7 0.93 gene M A C25 protein 0.46
ribosom al protein S8 0.92 partial m itochondrial 16S rR N A  gene 0.46
tubulin alpha-1 chain 0.92 m itochondrial, com plete genom e 0.46
ribosom al protein L26 0.91 probable reverse transcrip tase 0.46
translationally contro lled  tum or protein 16S rRNA gene 0.45
hom olog 0.90 pro filin 0.44
guanine nucleotide-b inding protein beta 16S rRNA gene 0.43
subunit 0.90 40S ribosomal protein ร 0.42
40S  ribosom al protein S16 0.89 16S ribosom al RN A  gene 0 41
5S ribosom al protein 0.89 actin related protein 0.31
113 histone 0.87 agrin precursor 0.23
60S ribosom al pro tein L37A 0.85 11.5 kD a antibacterial protein 0 12
SPA R C -related protein 0.85 Penaeidin-2 precusor 0.10
A TP syn thase FO subunit 6 0.82 Penaeidin-3k 0.10

cytochrom e c oxidase subunit 2 0.06

wssv ch allen g e  a l  72 hpi
D escrip tio n Fold  chan ge D escrip tion Fold  chan ge
calm odulin 20.78 60a ribosom al protein L27A 2.44
60S ribosom al pro tein L14 18.57 113 histone 2.43
60S ribosom al p ro tein  L34 17.51 40S ribosom al protein S27 2.42
putative large subunit ribosom al protein ribosomal protin eL12 2.27
ipL  44 17.35 actin 3 2.24
60S ribosom al pro tein L7A 15.35 60S ribosomal protein L I 9 2.22
gene M A C 25 protein 15.28 40S ribosomal protien S4 2.22
heat shock cognate 70 kD a protein 13.78 ribosomal protein S5 2.21
ribosom al protein L 3 1 12.42 40S ribosom al protein S32 2.04
cytoplasm ic beta  chain 12.37 60S ribosomal pro tein L6 1.93
ribosom al protein L28 12.08 ribosomal protein S I 5 1.82
40S ribosom al protein 11.01 ribosom al protein S25 1.75
beta tub 56D  gene product (alt 1) 6.50 m itochondrial rR N A  gene 1.67
hypothetical protein F08F1.8 6.44 ribosomal protein S28 1.65
60S ribosom al pro tein L37A 5.34 RpS 9 gene product 1.60
16S rR N A  gene 5 08 ubiquitin and ribosom al pro tein S27a 1.53
60S ribosom al pro tein L10A 3.96 RpL46 gene product 1.48
A TP syn thase FO subunit 6 3.74 60S ribosom al pro tein  L7A 1.47
ubiquitin-like pro tein  /  ribosom al protein S30 3.52 probable reverse transcrip tase 1.45
60Sacidic ribosom al pro tein P2 3.27 60S ribosom al pro tein  L7 1.22
heterogeneous ribonucleopro tein  A, A 2,B  I 3.20 16S rRN A  gene 1.20
beta - actin 3.10 kupffer cell receptor 1.18
5S ribosom al protein 3.00 ribosom al protein S8 1.14
40S ribosom al pro tein S3a 2.99 16S ribosom al RN A  gene 1.13
nucleoside d iphosphate  kinase 2.96 40S ribosom al pro tein  S24 1.12
40s ribosom al protein S10 2.86 asialoglycoprotein recepter 1.09
60S ribosom al pro tein -like 2.72 60S ribosom al pro tein L18A 0.99
H3 2.66 asialoglycoprotein receptor 0.95
60Sacid ic  ribosom al pro tein P2 2 6 0 40S ribosomal pro tein S20 0 9 3
double stranded RN A binding nuclear cytochrom e c ox idase subunit I 0.90
protein, 1LF3 2.59 16S rRNA gene 0.87
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wssv challenge at 72 hpi (continue)
Description Fold change Description Fold change
60S ribosom al protein L I 7 0.86 hypothetical protein 0.54
translationally contro lled  tum or protein hom olog 0.80 histone 1 0.49
translocon-associated  protein 0.75 16S rR N A  gene 0.49
40S ribosom al protein S16 0.67 eukaryotic translation initiation factor 3,
m itochondrial, com plete genom e 0.65 subunit 2 0.47
16S rRN A  gene 0.62 m itochondrial IrR N A  gene, partial 3' end 0.40
selenoprotein  พ  m uscle 1 0.62 N A D H  ubiquinone ox idoreductase  chain 6 0.33
m itochondrial genom e, partial 3 ' end 0.61 11.5 kD a antibacterial protein 0.27
ribosom al protein L26 0.61 C G 6848 gene product 0.14
Ef2b gene product 0.61 cytochrom e c oxidase subunit v i le 0.13
profilin 0.59 Penaeidin-2 precusor 0.10
tubulin  a lp h a-1 chain 0.58 penaeidin-3k 0.10

List of expressed genes after V. Iiarveyi challenge at different time points.
V. Iiarveyi challenge at 6 hpi
Description Fold change Description Fold change
arginine kinase 21.85 11.5 kD a antibacterial protein 0.85
selenoprotein พ  m uscle 1 16.87 ubiquitin  and ribosom al p ro tein  S27a 0.84
actin 1 13.00 40S ribosom al protein S24 0.76
cytoplasm ic beta chain 11.44 m itochondrial, com plete genom e 0.76
60s ribosom al protein L I 3 10.80 SPA R C -related protein 0 7 2
beta  - actin 10 11 60S ribosom al pro tein  L37A 0.71
tubulin beta-1 chain 7.34 ribosom al protein S8 0.69
60s ribosom al protein L39 5.31 asialoglycoprotein receptor 0 6 9
60S ribosom al pro tein  L6 4.80 H3 histone 0.68
calm odulin 4.67 ubiquitin-like protein / ribosom al protein S30 0.66
actin, cytoplasm ic A3 3.74 actin 3 0 6 5
60S ribosom al protein L7A 3.57 histone 1 0 6 4
16S ribosom al RN A  gene 3.20 H3 0.60
N a/K -A T Pase beta  subunit isoform  3 3.12 RpS 9 gene product 0.59
gam m a-actin 2.59 ATP syn thase subunit c 0.57
60S ribosom al protein L19 2.27 ribosom al protein L26 0.56
tubulin beta-1 chain 2.09 R pL46 gene product 0.55
actin 2.01 60S ribosom al pro tein L18A 0.53
gene M A C 25 protein 1.98 ribosom al protein S25 0.51
16S rRN A  gene 1.95 actin related protein 0.42
40S ribosom al protein S3a 1.94 alpha-tubulin 0 41
hypothetical protein 1.94 tubulin  a lp h a-1 chain 0 4 0
kupffer cell receptor 1.90 40S ribosom al protein S27 0.39
beta  tub 56D  gene product (alt 1 ) 1.83 dynein light chain, cytoplasm ic 0.39
hypothetical protein F08F1.8 1.75 nucleoside d iphosphate  kinase 0.36
Penaeidin-2 precusor 1.68 m itochondrial IrR N A  gene, partial 3 ' end 0.34
gene M A C 25 protein 1.63 16S rR N A  gene 0.34
A EM TA N 56 1.56 40S ribosom al protien S4 0.29
60S ribosom al pro tein L7 1.52 16S rR N A  gene 0.28
ribosom al protein L30 1.50 16S rR N A  gene 0 2 7
60S ribosom al protein L I 9 1.38 cytochrom e c ox idase subunit v i le 0.23
40S ribosom al protein S16 1.35 N A D H  dehydrogenase subunit 4 0.23
cytochrom e c ox idase subunit I 1.22 Ef2b gene product 0.22
penaeidin-3k 1.08 ribosom al protein S28 0.21
A TP synthase FO subunit 6 1.06 m itochondrial genom e, partial 3' end 0.21
probable reverse transcrip tase 1.05 16S rR N A  gene 0.18
profilin 1.02 ribosom al protein L37 0.16
translocon-associated  protein 1.00 5S ribosom al protein 0.16
40S  ribosom al pro tein  S I 5A 0.95 60S ribosom al pro tein L I 4 0.15
60S ribosom al protein 0.94 40S ribosom al pro tein S20 0.14
heat shock cognate 70 kD a protein 0.92 putative large subunit ribosom al protein rpL 44 0.14
ribosom al protein L 3 1 0.87 heterogeneous ribonucleopro tein  A, A2,B1 0.13
translationally controlled tum or protein hom olog 0.87 60S ribosom al p ro tein  L I 7 0.10
ribosom al pro tein  S5 0.86 N A D H  ubiqu inone ox ido reductase  chain  6 0.09
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V. harveyi challenge at 6 hpi
D escrip tio n Fold  chan ge D escrip tion Fold  change
gam m a-am inobutyric  acid (G A B A -A ) receptor 0.08 brain protein 13 0.01
cytochrom e c ox idase subunit 2 0.06 sex-lethal protein hom olog 0.01
K1AA0924 protein 0.03 clottable protein 001
M o23 gene product 0.03 hypothetical protein F 26E4.9 0.01
chrom atin-specific  transcription elongation
factor 0.02

V. h a rvey i  ch a llen g e  a t 24 hp i
D escrip tio n Fold  chan ge D escrip tion Fold  change
gam m a-actin 1.50 actin 3 0.58
cytoplasm ic be ta  chain 1.23 histone 1 0.42
penaeidin-3k 1.10 hypothetical protein F 26E4.9 0.01
40S ribosom al pro tein S3a 0.88

V. harveyi cha lleng e  a t  48 hp i
D esc rip tio n Fold  chan ge D escrip tion Fold change
60Sacidic ribosom al pro tein P2 15.09
Penaeidin-2 precusor 14.66
partial m itochondrial 16S rR N A  gene 7.39
RpL46 gene product 3.64
60S ribosom al protein 3.21
ribosom al protein S I 5 2.56
gam m a-actin 2.31
penaeidin-3k 2.20
60S ribosom al protein L19 2.17
16S ribosom al RNA gene 1.91
m itochondrial, com plete genom e 1 88
40s ribosom al pro tein S I 1 1.67
40S ribosom al protein S3a 1.65
40S ribosom al pro tein  S24 1.52
hem ocyte p ro tein -glu tam ine gam m a- 
glutam yl transferase 1.50
5S ribosom al protein 1.43
16S rR N A  gene 1.36
kupffer cell receptor 1.19
40S ribosom al pro tein S20 1.14
histone 1 1.08
actin 0.87
cytoplasm ic beta  chain บ.74
actin 3 0.72
H3 histone 0.70
beta  tub 56D  gene product (alt 1 ) 0.58
11.5 kD a antibacterial protein 0.56
m itochondrial genom e, partial 3 ’ end 0.39
ribosom al protein L26 0.30
hypothetical protein 0.28
ribosom al protein S8 0.27
m itochondrial IrR N A  gene, partial 3 ' end 0.21
SPA R C -related protein 0.19
asialog lycoprotein  receptor 0.12
60S ribosom al pro tein L18A 0.12
Ef2b gene product 0.06
N A D H  ubiqu inone oxidoreductase  chain 6 0.06
60S ribosom al pro tein L I 7 0.05
A TP syn thase subunit c 0.05
RpS 9 gene product 0.04
profilin 0.04
tubulin a lp h a-1 chain 0.04
cytochrom e c ox idase subunit v i le 0.01
M o23 gene product 0.01
clottable pro tein 0.01
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List of all genes on microarray slide
ID N am e p o sitio n

N o .l IF1 G uan ine nucleo tide-b ind ing  p ro te in  gam m a- 
1 (D rosoph ila  m elanogaster)

1-1A

N o.2 IF2 subun it V ib  o f  cy tochrom e c 
ox  idase  (Saccliarom yces c e re  v isiae  )

I-2A

N o.3 IF3 ribosom al p ro tein  L 2 8 {H om o sapiens) 1-3 A

N o.4 IF4 cy tochrom e b(Pen aeu s m onodon) I-4A

N o.5 IF5 uk 1-5 A

N o.6 IF6 IN N  EX  IN IN X 3 (D rosoph ila  m elanogaster) I-6A

N o. 7 1F7 uk 1-7 A

N o.8 IF8 uk 1-8A

N o.9 IF9 uk 1-9A

N o. 10 IF10 uk 1-10A

N o. 11 1F11 ribosom al p ro tein  L31 {H eliothis virescens) 1-11A

N o. 12 IF12 uk I-I2 A

N o. 13 IF22 uk 1-IB

N o. 14 IF25 uk I-2B

N o. 15 1F31 Pro téasom e 25 kD a su b u n il(D rosophila  

m elanogaster)
I-3B

N o. 16 IF33 uk I-4B

N o. 17 1F34 A D P-rib(*sylation factor 6(G allns gallns) I-5B

N o. 18 IF35 uk 1-6B

N o. 19 IF36 uk 1-7B

N o.20 1F37 K IA A  1594 p ro lc in (//(j» io  sapiens) 1-8B

No.21 1F39 arg in ine  k inasc(C allinectis sapitlns) I-9B

No.22 IF41 uk 1-I0B

N o.23 1F45 uk 1-1 IB

N o.24 IF46 uk I-12B

No.25 IF47 uk l - I C

N o.26 IF48 uk 1-2C

N o.27 1F49 uk I-3C

N o.28 IF53 uk 1-4C

N o.29 IF54 uk 1-5C

N o.30 1F55 uk I-6C

No.31 IF57 uk I-7C

N o.32 IF58 uk I-8C

N o.33 IF60 uk 1-9C

N o.34 IF6I uk l-IO C

N o.35 IF63 uk 1-11C

N o.36 1F64 uk 1-I2C

N o.3  7 1F66 uk l- I D

N o.3  8 IF67 P cnacidin-2  ptccu so tiP en aen s vanamei) 1-2D

N o.39 1F68 uk 1-3D

N o.40 I n o F c fragm ent o f  IgE , low  affin ity  II(Hom o  

sapiens)
I-4 D

No.41 IF71 N A D H  d ehydrogenase  su b u n it \ (Penaeus 

m onodon)
1-5D

N o.42 IF73 uk 1-6D

No.43 IF74 PD G  F /  V E G F  - like pm \c \ท(D rosoph ila  

m elanogaster)
1-7D

N o. 44 IF75 uk I-8D

N o.45 1F76 uk I-9D

ID N am e position

N o.46 IF77 uk 1-10D
No.47 IF79 6 0a ribosom al p ro te in  L21A (R attns ratios) l - I I D

N o.48 IF8I uk I-I2 D
N o.49 IF85 g lu ta th ione ร-tra ท.ร(erase(R atios norvégiens) l - I E

N o.50 IF88 uk I-2E

N o .5 1 IF89 uk I-3E

N o.52 IF91 4 0 s  ribosom al p ro te in  s7 (X enopns laevis) I-4E

No.53 IF92 uk I-5E

N o.54 IF94 uk I-6E

No.55 IF95 uk I-7E

N o.56 IF96 uk 1-8E

N o.57 1F97 uk I-9E

N o.58 IF99 g lu lam yl-lR N A (G lu)

amidolransfcrase(/Jt'i/i(«'oct'i<.v radiodnrans)
1-I0E

N o.59 IF I0 0 Pelota pn\lc in (D m soph ila  m elanogaster) 1-1 IE

N o.60 IFI01 uk I-I2 E

No.61 1F 102 uk I -1F

No.62 1FI03 ribosom al p ro te in  S 2 X(Cricetnlns griseus) 1-2F

No.63 IF 104 uk I-3F

No.64 1F 105 uk I-4F

N o.65 IF I0 6 uk I-5F

N o.66 IF 107 unspecific  monooxygenasc(.V»c'ofifiMrt 

lahacom )
I-6F

No.67 IF 1 OK uk I-7F

N o.68 1 F II I A T P  syn thase o ligom ycin  sensitiv ity  

confe rra l p ro tein  p recursor^D rosophila  

m elanogaster)

l-XF

N o.69 IF I I4 transla tionally  c o m p ile d  tum or protein  
kom o\og(D rosoph ila  m elanogaster)

I-9F

N o.70 I F I I6 6 0s ribosom al p ro te in  LI 3 (G allns gallns) 1-I0F

No.71 I F I I7 ribosom al p ro tin  eLI2(.-frtem ia sp.) 1-1 IF

N o.72 IF119 uk 1-I2F

No.73 IF 120 uk l- IG

N o.74 IF 12 1 uk I-2G

N o.75 IF 127 uk I-3G

N o. 76 IF I2 8 uk I-4G

N o.77 IF 129 uk 1-5G

No.78 IF 130 ribosom al p ro te in  ร 12(H om o sapiens) I-6G

N o. 79 IF I3 3 uk I-7G

N o. 80 IF 134 uk 1-8G

No.81 IF135 uk 1-9G

N o.82 1F 136 uk I-I0 G

N o.83 IF I3 8 uk 1-1IG

N o. 84 IF139 uk I-12G

N o.85 IF 140 uk 1 -1 H

N o.86 IF142 uk I-2H

N o.87 IF 143 uk I-3H

N o.88 IF 144 6 0 s ribosom al p ro te in  L 39(D m sophila  

m elanogaster)

I-4H

N o. 89 IF 146 uk 1-5H

N o.90 IF 147 uk I-6H
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ID N am e position

N o .9 l 1FI50 uk I-7H
N o.92 IF151 uk I-8H

N o.93 IF152 ribosom al protein  L35A (H om o sapiens) 1-9H

N o.94 IF I5 3 cy to so lic  m anganese superox ide  dism uiasc 
[K rausoT (C allinectes sapidus)

1 - 1 OH

No.95 IF155 uk 1 -1 1H

N o.96 IF159 uk I-I2 H

N o.97 IF160 ArginaseCVewopitv laevis) 2-1A

N o.98 IF 161 ribosom al p ro tein  ร  15(H om o sapien s) 2-2A

N o.99 IF 162 uk 2-3A

No. 100 1FI63 uk 2-4A

No. 101 IF I6 4 uk 2-5A

N o. 102 IF166 uk 2-6A

N o. 103 IF I6 8 uk 2-7A

N o. 104 IF 169 uk 2-8A

N o. 105 IF I7 0 uk 2-9A

N o. 106 IF173 uk 2 -I0A

N o. 107 IF I7 4 uk 2-11A

N o. 108 IF 175 uk 2 -I2 A

N o. 109 IF176 uk 2 - IB

N o .110 IF177 uk 2-2B

N o. 111 1F178 uk 2-3 B

N o. 112 IF 180 4 0 s ribosom al p ro te in  S lO (R at) 2-4B

N o.113 IF  182 uk 2-5B

N o. 114 IF1K4 uk 2-6B

N o.115 IF 185 uk 2-7B

N o. 116 IF I8 6 uk 2-KB

N o. 117 IF189 uk 2-9B

N o. 118 IF190 uk 2-10B

N o. 119 IF193 transcrip tion  co -rcp rcssor Sin3(.Vf/K»/jitv 

laevis)
2-1 IB

N o. 120 IF  194 uk 2-I2 B

N o. 121 IF 196 gam m a-aclinO /u.v  m scnlแร) 2 -IC

N o. 122 IF197 uk 2-2C

N o. 123 1FI98 uk 2-3C

N o. 124 IF199 uk 2-4C

N o. 125 IF200 4 0 s ribosom al p ro te in  S I 1 (X enopus laexis) 2-5C

N o. 126 IF203 uk 2-6C

N o. 127 IF206 uk 2-7C

No. 128 IF208 6 0s ribosom al p ro te in  L 2 2 (Tripneustes 

gra lilla)
2-8C

No. 129 1F209 uk 2-9C

N o. 130 IF 2 II uk 2 -I0 C

N o.131 IF212 uk 2-11C

N o. 132 IF213 rib o so m al p ro te in  L3(A/itv musculus) 2-12C

N o. 133 IF 2 I4 uk 2 -ID

N o. 134 IF 2 I5 ribosom al p ro te in  ร  l %(Clterax destructor) 2-2D

No. 135 IF216 uk 2-3D

No. 136 1F217 6 0 s a c id ic  ribosom al p ro te in  P2(P ig) 2-4D

No. 137 IF 2 I8 hypo thetica l p ro te in  FJ 12K 78(//om o sapiens) 2-5D

N o. 138 1F221 ribosom al p ro te in  L 2 4 (llo m o  sapiens) 2-6D

N o. 139 1F225 uk 2-7D

N o. 140 IF226 uk 2-KD

N o. 141 IF227 uk 2-9D

ID N am e p o sitio n

N o. 142 IF229 uk 2-10D
N o. 143 IF230 uk 2-1 ID
N o. 144 IF23I uk 2-12D
N o. 145 IF237 uk 2 - IE

N o. 146 IF239 uk 2-2E
N o. 147 1F240 ribosom al p ro te in  , large P2 (H om o sapiens) 2-3 E

N o. 148 IF242 40s ribosom al p ro tein  S24(F ugu ruhripes) 2-4E

No. 149 1F243 6 0 s ribosom al p ro tein  PoiD rosophila  

m elanogasler)
2-5E

N o. 150 IF244 hypothetical p ro tein
F26E 4.9(C aenorhahditis e l e g o  ns)

2-6E

N o. 151 IF245 uk 2-7E

N o. 152 IF246 40s ribosom al p ro tein  ร 2ร(D rosophila  

m elanogasler)
2-8E

N o. 153 IF248 uk 2-9E

N o. 154 IF254 uk 2 -I0 E

No. 155 IF257 uk 2-1 IE

No. 156 IF262 uk 2 -I2 E

N o. 157 IF263 ribosom al p ro te in  LI 8 a (H om o sapiens) 2 - 1F

N o. 158 IF264 uk 2-2F

N o. 159 IF266 uk 2-3F

N o. 160 IF268 uk 2-4F

No. 161 IF269 uk 2-5F

N o. 162 IF270 ribosom al p ro te in  S 5(H om o sapiens) 2-6F

N o. 163 IF271 uk 2-7F

N o. 164 IF273 uk 2-XF

N o. 165 IF276 uk 2-9F

N o. 166 IF277 uk 2-1 OF

N o. 167 IF279 uk 2-1 IF

No. 168 IF2K0 uk 2-12F

No. 169 IF282 uk 2-1G

No. 170 IF283 uk 2-2G

No. 171 IF284 uk 2-3G

No. 172 IF285 uk 2-4G

No. 173 IF287 uk 2-5G

N o. 174 1F288 uk 2-6G

No. 175 IF290 uk 2-7G

N o. 176 IF291 am ino  acid  starvation -induced  prolcin(/?«Miiv 

norvégiens)
2-8G

N o. 177 IF293 uk 2-9G

N o. 178 1F294 uk 2-10G

N o. 179 IF297 uk 2 -1 IG

N o. 180 IF298 60S  ribosom al p ro te in  L8 (A edes albopictus) 2 -I2 G

N o. 181 IF299 uk 2 -IH

N o. 182 IF302 uk 2-2H

N o. 183 IF304 uk 2-3H

N o. 184 1F306 hypo thetica l p ro tein ; C G I-1 17 p ro te in  (Hom o  

sapiens)
2-4H

N o. 185 IF309 uk 2-5H

No. 186 IF 3 I0 uk 2-6H

N o. 187 IF 3 II uk 2-7H

N o. 188 IF312 uk 2-8H

No. 189 IF 3 I3 uk 2-9H

N o. 190 IF 3 I4 uk 2-1 OH

No. 191 IF316 uk 2 -1 IH
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ID N am e po sitio n

N o. 192 IF317 uk 2 -I2 H

N o. 193 IF318 uk 3-1A
N o. 194 IF319 uk 3-2A

N o. 195 IF32I uk 3-3A
N o. 196 1F322 uk 3-4 A

N o. 197 IF323 uk 3-5A

N o. 198 IF324 uk 3-6 A

N o. 199 IF325 uk 3-7A

N o.200 IF326 uk 3-8A

No.201 IF327 uk 3-9 A

N o.202 IF330 uk 3-IOA

N o.203 IF334 uk 3-1 1 A

N o.204 IF335 uk 3-12A

N o.205 IF337 uk 3 -1 B

N o.206 IF342 SEC 61 1 gam m a subunil(il/u.v mnxcidus) 3-2B

N o.207 IF344 uk 3-3B

N o.208 IF346 uk 3-4B

N o.209 IF347 uk 3-5B

N o.210 IF348 uk 3-6B

N o.211 IF349 uk 3-7B

N o.212 1F352 uk 3-8B

N o.213 1F353 uk 3-9B

N o.214 IF354 uk 3-IOB

N o.215 IF357 uk 3-1 IB

N o.216 IF359 uk 3 -I2 B

N o.217 IF361 uk 3- 1C

N o.218 IF362 pu ta tive  scncsccncc-assoc ia tcd  
p ro lc in ( /‘i.viwi sativum )

3-2C

N o.219 IF363 uk 3-3C

N o .220 IF365 Q M  puMein(Bombyx m andarina) 3-4C

N o.221 1F366 uk 3-5C

N o.222 IF367 uk 3-6C

N o.223 IF369 uk 3-7C

N o.224 IF370 uk 3-8C

N o.225 IF37I uk 3-9C

N o.226 IF372 uk 3-10C

N o.227 IF373 N A D H  dehydrogenase  subun it 4(P enaeus  

m onodon)
3-11C

N o.228 IF374 uk 3-12C

N o.229 IF375 uk 3 -ID

N o .230 IF379 clo ttablc  p ro tcm {Penaeus m onodon) 3-2D

N o.231 1F380 uk 3-3D

N o.232 IF390 uk 3-4D

N o.233 1F4II uk 3-5D

N o.234 IF 4 I2 Prophcno lox idasc  ac tivating  factor 
(H olo  trichi a  d iom phalia)

3-6D

N o.235 IF413 uk 3-7D

N o.236 IF415 uk 3-8D

N o.237 IF416 uk 3-9D

N o.238 IF417 uk 3-10D

N o.239 1F418 A TP syn thase  cou p lin g  fac tor 6, 
m itochondria l p re cu rsor (D rosophila  

elan ogasler)

3-1 ID

N o.240 IF 4 I9 11.5 kD a antibacteria l p ro tc ๒(C a/ri/iitv  

m aenas)
3-12D

ID N a m e positio n

No.241 IF42I uk 3 -IE
N o.242 IF422 uk 3-2E
N o.243 1F423 uk 3-3E
N o.244 IF424 uk 3-4E
N o.245 IF425 uk 3-5E

N o.246 IF426 uk 3-6E
N o.247 1F427 uk 3-7E

N o.248 IF428 uk 3-8E

N o.249 IF429 uk 3-9E

N o.250 1F430 uk 3 -I0 E

No.251 IF43I uk 3-1 IE

N o.252 IF434 uk 3 -I2 E

N o.253 1F435 uk 3 -IF

N o.254 IF436 uk 3-2F

N o.255 IF438-1 g ene M A C 25 p ro te in  - hum an(//o» i«

sapien s)
3-3F

N o.256 IF438-2 g en e M A C 25 p ro te in  - human(//jwi<)

sapien s)
3-4F

N o.257 IF440 uk 3-5F

N o.258 1F44I EI2b gene product(Dm«y>/i/Vrt 

m elanogasler)
3-6F

N o.259 IF444 gam m a-am inobuty ric  acid  (G A B A -A ) 

recep tor (subun it epsilon)

3-7F

N o.260 IF447 uk 3-8F

No.261 1F448 serine  p ro lc a se (/‘rtci/rt.v/r*cM.v leniiiscitliis) 3-9F

N o.262 1F449 uk 3-1 OF

N o.263 IF450 40S  ribosom al p ro te in  S 20 (Xenopus la e iis) 3-1 IF

N o.264 IF451 h eat shock cognate  70  kDa 
p ro te in (0»icw /iy /*7 iii\ m ykiss)

3 -I2 F

N o.265 IF452 uk 3 -IG

N o.266 IF455 uk 3-2G

N o.267 IF456 uk 3-3G

N o.268 IF457 B m sqd-2(/?om A yj m on) 3-4G

N o.269 1F458 R pL  19 gene product(/)ravo/j/i/7n  

m elanogasler)
3-5G

N o.270 IF459 uk 3-6G

No.271 IF461 uk 3-7G

N o.272 IF465 uk 3-8G

N o.273 IF467 uk 3-9G

No. 274 IF468 uk 3 -I0 G

N o.275 IF469 RIK EN (.l/«jr musculus) 3 -1 IG

N o.276 IF471 ribosom al p ro te in  L29(Spo<loplera 

fm g ip e rd a )

3-12G

N o.277 IF473 uk 3-IH

N o.278 IF476 uk 3-2H

N o.279 IF477 2, 4-d icnoy l -C oA  reductase (N A D H ) (2. 4- 

d icn o y l -C oA  reduc tase  (N A D H ))

3-3H

N o.280 IF478 uk 3-4H

No.281 IF479 uk 3-5H

N o.282 IF480 uk 3-6H

N o.283 IF483 uk 3-7H

N o.284 IF484 uk 3-8H

N o.285 IF485 uk 3-9H

N o.286 IF487 u b iquitin  and  ribosom al p ro tein  S27a(Hom o  

sapien s)
3-1 OH
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ID N am e p o s itio n

N o.287 IF488 uk 3 -1 IH
N o.288 IF489 uk 3 -I2 H

N o.289 N81 uk 4 -1 A

N o.290 N 80 uk 4-2A
N o.291 N 79 von H ippel-L indau  binding p ro tein  1 (H om o  

sapiens)
4-3A

N o.292 N 78 uk 4-4A

N o.293 N 77 K lA A 1177 p ro le  in (//o m o  sapiens) 4-5A

N o.294 N 76 uk 4-6A

N o.295 N 75 uk 4-7A

N o.296 N 74 actin  I (D u gesia  po lych roa) 4-8A

N o.297 N73 sn R N P -associa ted  protein(Dfl/»i« ren o ) 4-9A

N o.298 N 7I agrin  prccursor(//o /w «  sapiens) 4-IOA

N o.299 N 70 uk 4 -1 1 A

N o.300 N 69 uk 4-12A

No.301 N 68 uk 4 -1 B

N o.302 N 67 uk 4-2B

N o.303 N 66 chrom atin -specific  transcrip tion  elongation  
faclor(//o/M « sapiens)

4-3B

N o.304 N63 uk 4-4B

N o.305 N 62 uk 4-5B

N o.306 N 6I uk 4-6B

N o.307 N 60 uk 4-7B

N o.308 N 59 uk 4-8B

N o.309 N 58 alpha-2-tubulin(G«7rt/ri/iM .v la teralis) 4-9B

N o.310 N 57 ub iquilin  /  ribosom al protein  

C E P52 (D rosoph ila  m elanogaster)
4-1 OB

N o.311 N 56 actin  2(cam»l) 4 M B

N o.312 N 52 uk 4 -I2 B

N o.313 N 5I uk 4-1C

N o.314 N 50 guan ine  nucleo tide-b ind ing  p ro te in  beta 
รน b น ท i l ( O reocliraiท is  n ilolicus)

4-2C

N o.315 N 49 uk 4-3C

N o.316 N 48 uk 4-4C

N o.317 N 47 cy tochrom e c  ox id ase  subun it Via 
precursor^ Tlnumiis n iloticns)

4-5C

N o.318 N 46 uk 4-6C

N o.319 N 45 uk 4-7C

N o.320 N 44 heat sh o ck  p ro te in  90(chickcn) 4-8C

N o.321 N43 uk 4-9C

N o.322 N 42 5S ribosom al protcin(3/ii.v muxculus) 4-10C

N o.323 N 4I Shak-8  (lethal) Pro le in (Drosophill! 

m elanogaster)
4-11C

N o.324 N 40 uk 4-12C

N o.325 N 39 uk 4 -ID

N o.326 N 38 u b iquitin -like p ro te in  /  ribosom al protein  
S 30 (Rallies rattus)

4-2D

N o.327 N 37 tubulin  b c ta -l ch tin (H om aru s américaines) 4-3D

N o.328 N 36 40S  ribosom al p ro tien  S4(G aIlas g a ll ns) 4-4D

N o.329 N35 uk 4-5D

N o.330 N 34 H 3 (X enopus laesis) 4-6D

N o.33 l N33 uk 4-7D

N o.332 N 32 perox isom al C a-d ep en d en t so lu te 
canictiO ryclolagiLs cuniculns)

4-8D

ID N am e po sitio n

N o.333 N 3I eu k aryo tic  translation  in itiation  factor XcIF- 
4A  III( .พ /เ^ /,,*-'' laevis)

4-9D

N o.334 N 30 uk 4-10D

N o.335 N 29 uk 4-1 ID

N o.336 N 28 uk 4-12D

N o.337 N 27 cy top lasm ic  beta ch a in tW /io p m  laevis) 4 - IE

N o.338 N 26 strom elysin-3  p re c u rso r!  Ve/iopitY laevis) 4-2E

N o.339 N25 uk 4-3E

N o.340 N 24 uk 4-4E

No.341 N23 uk 4-5E

N o.342 N22 26S pro teasom c regulatory  
subuail(A nopheles Stephens)

4-6E

N o.343 N21 ribosom al p ro te in  S I 7(H om o sapiens) 4-7E

N o.344 N 20 uk 4-8E

N o.345 N I9 uk 4-9E

N o.346 N I8 uk 4 -I0 E

N o.347 N I7 elo n g atio n  fac to r-1 a lpha (l.ihinia  

em arginala)
4 -1 1E

N o.348 N 16 uk 4 -I2 E

N o.349 N I5 hypo thetical 36.9 kDa 
jm ilcin (C aenorliahditis e legans)

4 - 1F

N o.350 N 14 uk 4-2F

N o.351 N 13 cyttH-hromc c  ox id ase  subun it {(rem u  as 

m anodon)
4  3F

N o.352 N I2 cy tochrom e c  ox id ase  subun it I I l ( / ’t.'MrtcuY 

m onodon)
4-4F

N o.353 N i l uk 4-5F

N o.354 N IO pro te inase  inh ibitor-signal

c n y tish (ra c ifa s la c u s  leniiisculiis)
4-6F

N o.355 N8 uk 4-7F

N o.356 N7 p cp lidy l-p ro ly l c is-trans isom crasc 
5 ( C o e n on .. .1Hlitis e legans)

4-XF

N o.357 N5 cy tochrom e c o x id ase  subun it {(Pennells 

m onodon)

4-9F

N o.358 N4 cy tochrom e c o x id ase  subun it 

m onodon)

4-1 OF

N o.359 N3 uk 4-1 IF

N o.360 N2 tubu lin  beta(//ow io sapien s) 4 -I2 F

N o. 361 N l 40S  ribosom al p ro te in  ร'ร2(D rosopliila  

m elanogaster)
4 -1 G

N o.362 IF520 penaeidir»-3k(L itopen aeus vannam ei) 4-2G

N o.363 IF518 uk 4-3G

N o.364 IF 5 I6 uk 4-4G

N o.365 IF 5 I5 uk 4-5G

N o.366 1F5I3 uk 4-6G

N o.367 IF512 eu k aryo tic  translation  in itiation  fac to r 2 beta 
subim u(D rasophila  m elanogaster)

4-7G

N o.368 IF 5 I I uk 4-8G

N o.369 IF 5 I0 uk 4-9G

N o.370 IF509 uk 4 -I0 G

No.371 IF507 uk 4 -I IG

N o. 3 72 IF506 uk 4 -I2 G

N o.373 IF 503 uk 4 -lH

N o.374 IF502 uk 4-2H
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ID N am e p o sitio n

N o.375 IF50I N a/K -A T Pase  b eta  subunit Lsoform 
3 (D rosoph ila  m elonogaster)

4-3H

N o.376 IF500 uk 4-4 H
N o.377 IF499 uk 4-5H

N o.378 1F498 uk 4-6H
N o. 3 79 IF497 uk 4-7H

N o .380 IF496-2 60S acidic  ribosom al p ro tein  P2(Pig) 4-8H

N o.381 IF496-1 60S acidic  ribosom al p ro tein  P2(Pig) 4-9H

ID N am e positio n

N o.382 IF495 uk 4-I0H

N o.383 IF49I uk 4 -1 IH
N o.384 1F490 uk 4 -I2 H

N o.385 N 82 uk 5-1A

N o. 386 N83 uk 5-2A

N o.387 N84 uk 5-3A

N o.388 N 85 prop h cn o lo x id asc(/,CMoeu.ï m onodon) 5-4A

N o.389 N86 uk 5-5A

N o.390 N87 uk 5-6A

No.391 N88 uk 5-7A

N o.392 N 89 uk 5-8A

N o.393 N91 nucleoside  d iphosphate  k im sc{C olnm ha  

livia)
5-9A

N o.394 N 92 uk 5-10A

N o.395 N95 n o n -selen ium  glu ta th ione phospholipid  
hydroperox idase  pcroxidasc(.S'itv xcrofa)

5-11A

N o.396 N 96 uk 5 -I2A

N o.397 N 97 40S ribosom al p ro te in  ร 24(l'ugu  ruhnpes) 5 - IB

N o.398 N 100 6 0 S  ribosom al p ro te in  -\ikc(A rahidopsiis  

lluiliana)
5-2B

N o.399 N101 E longation  fac tor-1 beta (Horn hyx m on) 5-3B

N o. 400 N l 02 60S  ribosom al p ro tein  L 7A (C hicckcn) 5-4B

N o. 401 N I 03 a ldehyde reduclase(.S<tv scro fa ) 5-5B

N o. 402 N 105 uk 5-6B

N o.403 N 106 uk 5-7B

N o. 404 N 107 A TP syn thase subun it c (M andnea sexto  ) 5-8B

N o. 405 N 108 60S  ribosom al p ro tein  LlO A (R at) 5-9B

N o. 406 N 109 uk 5-10B

No. 407 N 110 uk 5-1 IB

N o. 408 N U I m ultica ta ly tic  endopep lidase 
com plcx(hum an)

5-12B

N o. 409 N I 13 uk 5 -IC

N o .410 N l 14 elo n g atio n  fac tor 2(D rosopliila  

m elonogaster)
5-2C

N o. 411 N l 15 uk 5-3C

N o.412 N l 16 vacuo lar A T P  syn thase subunit G(M anduca  

sex to  )
5-4C

N o.413 N l 17 uk 5-5C

N o. 414 N l 18 uk 5-6C

N o.415 N l 19 60S  ribosom al p ro te in  L 19{D rosoplnla  

m elanogtister)
5-7C

N o.416 N 120 uk 5-8C

N o.417 N 123 uk 5-9C

N o.418 N 124 uk 5-10C

N o .419 N I2 5 uk 5-11C

ID N am e positio n

N o.420 N I2 7 uk 5-12C
No.421 N 128 uk 5 -ID
N o.422 N 13I P K C q-in tcracting  protein  P IC O T  (Hom o  

sap ien s)
5-2D

N o.423 N I3 2 uk 5-3D
N o.424 N I3 3 profi 1 in {D rosoph ila  m elonogaster) 5-4D

N o.425 N I3 4 -I N A D H  dehydrogenase  subunit II(Penaeus 

m ot union)
5-5D

N o.426 N 134-2 N A D H  dehydrogenase  subun it พ(Penaenx 

m onodon)
5-6D

N o.427 N I3 5 uk 5-7D

N o.428 N I3 6 ribosom al p ro te in  L37(H um an) 5-8D

N o.429 N I3 8 60S  ribosom al p ro te in  L I7 (R at) 5-9D

N o.430 N I4 5 uk 5 -I0 D

No.431 N 148 uk 5 -1 1 D

N o.432 N 149-1 asia lo g ly co p ro te in  rcccplcK  '/u.v museulns) 5-12D

N o.433 N 149-2 asia log lycopro te in  rcceptcK3/«.v muscnlns) 5 -1 E

N o.434 N I5 0 b eta  tub  56D  g en e product (alt 1 )(D rosopliila  

m elonogaster)
5-2E

N o.435 N I 5 I uk 5-3E

N o.436 N 152 uk 5-4E

N o.437 N I5 3 60S  ribosom al p ro te in  L \4(R attns
norvegicus)

5-5E

N o.438 N 154 uk 5-6E

N o.439 N 155 uk 5-7E

N o. 440 N I5 7 uk 5-8E

No.441 N I5 9 uk 5-9E

N o.442 N I6 0 uk 5 -I0 E

N o. 443 N I6 I uk 5-1 IE

N o.444 N I6 2 hypo thetica l p ro tein  F
26E4 .9 (  Caenoriuibditix e le g o n s)

5 -I2 E

N o.445 N I6 5 pro tein  com plex  subun it 1 4 (llo m o  sapiens) 5 -IF

N o.446 N I6 6 pro tc in -g lu tam ine( Epiderm al) 5 -2F

N o.447 N 167 uk 5-3F

N o.448 N I6 8 uk 5-4F

N o.449 N I6 9 pro téasom e su b u n it be ta  type 2(llo m o  

sapien s)

5-5F

N o.450 N 170 uk 5-6F

N o.451 N 17I uk 5-7F

N o.452 N I7 3  • uk 5-8F

N o.453 N I7 8 uk 5-9F

N o.454 N179 uk 5-1 OF

N o.455 N I8 0 transcrip tion  in itiation  fac tor T F IID  1 lOkD 
S u b u m iiD r o s o p h ila  m e lo n o g a s te r )

5-1 IF

N o.456 N I8 I uk 5 -I2 F

N o.457 N I8 2 uk 5-1G

N o.458 N I8 3 uk 5-2G

N o.459 N184 uk 5-3G

N o.460 N I8 5 uk 5-4G

N o.461 N 186 hypo thetica l p ro te in
F 08FI .8(C aen orh abd itis elegons)

5-5G

N o.462 N I8 8 uk 5-6G

N o.463 N 189 uk 5-7G

N o.464 N 190 11-1 po  lypep tide( Plasm odium  fac iparum ) 5-8G
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ID N am e po sitio n

N o.465 N 193 C 0 P 9  (constitu tive pholom orphogenic) 

subun it 4(A/uv musculus)
5-9G

N o. 466 N 194 uk 5-IOG
N o.467 N 195 uk 5 -1 IG
N o.468 N 196 cellu lar nucleic ac id  b inding 

p ro le  in (X enopus laevis)
5-12G

N o. 469 N 197 uk 5 -IH

N o.470 N l 98 uk 5-2H
No.471 N 200 uk 5-3 H

N o.472 N 20I uk 5-4H

N o.473 N 202 uk 5-5H

N o.474 N 204 uk 5-6H

N o.475 N 206 uk 5-7H

N o.476 N 207 uk 5-8H

N o.477 N 208 uk 5-9H

N o.478 N 210 uk 5-1 OH

N o.479 N 2 II ribosom al p ro te in  L30(R at) 5 -1 IH

N o.480 N 2 I2 uk 5-12H

No.481 N 2 I4 uk 6 -1 A

N o.482 N 2 I5 33 kD a transcrip tion  co-aclivator(//om <;

sa p ien s)
6-2A

N o.483 N 2 I6 chain  A , T rioscphosphatc 
isom erasc(chickcn)

6-3A

N o.484 N 2 I8 uk 6-4A

N o.485 N 2 I9 calpon in  bom o\og(Schistosorna japonicus) 6-5A

N o.486 N 220 uk 6-6  A

N o.487 N 22I ribosom al p ro te in  ร  16(H um an) 6-7A

N o.488 N 222 uk 6-8A

N o.489 N 223 uk 6-9A

N o.490 N 224 uk 6-10A

N o.491 N 225 uk 6 -1 1 A

N o.492 N 226 uk 6-12A

N o. 493 N 227 uk 6 -1 B

N o.494 N 228 chain  H , cy tochrom e B e l com plex(chicken) 6-2B

N o.495 N 230 R A S -rcla ted  p ro te in  R A B -1 A (Lym naea  

slagnalis)
6-3B

N o.496 N 23I pro téasom e beta chain  p re c u rso r^ /" - ' 

musculus)
6-4B

N o.497 N 232 uk 6-5B

N o.498 N 233 uk 6-6B

N o.499 N 234 uk 6-7B

N o.500 N 235 uk 6-8B

No.501 N236 uk 6-9B

N o.502 N237 k)W -dcnsity lipopro tein  recep tor relate 
p ro te in  - dele ted  in tum oriH om o sapiens)

6-1 OB

N o.503 N 238 uk 6-1 IB

N o.504 N 239 u b iquitin -like p ro te in  SM T3(C . elegans) 6-12B

N o.505 N 240 pro b ab le  th rconyl-tR N A  
syn thclasciC aen orh aM itis elegans)

6-1C

N o.506 N 24I uk 6-2C

N o.507 N 242 uk 6-3C

N o.508 N243 hypo thetica l p ro te in  18K protein(goldfish- 

m ilochondrion)

6-4C

N o.509 N244 b eta2-ch im cric (R at) 6-5C

N o.510 N248 uk 6-6C

ID N am e position

N o. 5 II N 249 glucose-6-phosphatasc(A /itv  musculus) 6-7C

N o.512 N 250 uk 6-8C
N o.513 N253 uk 6-9C
N o.514 N 254 uk 6 - IOC

N o.515 N 255 uk 6-11C
N o.516 N 257 uk 6-I2 C
N o.517 N 258 p ro te in  arg in ine  mcthyltransfcrasc(A/i«.v 

musculus)
6 -ID

N o.518 N 262 uk 6-2D

N o.519 N263 uk 6-3D

N o.520 N 264 p ro b ab le  reverse lranscrip tase( house 

m osquito)

6 -4  D

No.521 N 265 uk 6-5D

N o.522 N 266 dy n c in  light chain , cytoplasm ic(Dravop/i/7fl 

m elanogasler)
6-6D

N o.523 N 267 uk 6-7D

N o.524 N 268 hypo thetica l p ro te in  R \1.2 (C aen orliaM itis  

elegan s)
6-8D

N o.525 N 270 uk 6-9D

N o.526 N 27I pu ta tive  large subunit ribosom al protein  rpL 
44(.7t'(les trixeriatus)

6-IOD

N o.527 N 272 T u b u lin  a lpha-3  c h a in (//o m rtn «  am encanus) 6-1 ID

N o.528 N274 tra ns locon-associa ted prole in(Canix 

fam iliaris)
6-12D

N o.529 N275 uk 6 - IE

N o.530 N277 uk 6-2E

No.531 N278 uk 6-3E

N o.532 N 279 uk 6-4E

N o.533 N 28I kupfTcr ce ll receptor(/?a//M.r norvégien.*) 6-5E

N o.534 N284 G T P -b ind ing  nuclear p ro tein  RHEB 
homolog(DrtMo/>/i/7fl m elanogasler)

6-6E

N o.535 N285 uk 6-7E

N o.536 N286 uk 6-8E

N o.537 N287 uk 6-9E

N o. 53 8 N 288 uk 6-10E

N o.539 N 289 uk 6-1 IE

N o.540 N 290 R pS 25  gene p ro d u c {(D rosophila  

m elanogasler)
6 -I2 E

No.541 N 292 uk 6 - IF

N o.542 N293 uk 6-2F

N o.543 N 294 uk 6-3F

N o.544 N 295 uk 6-4F

N o.545 N 297 uk 6-5F

N o.546 N 298 uk 6-6F

N o.547 N 299 uk 6-7F

N o.548 N301 M o23 g en e pm duci{D rasophila  

m elanogasler)
6-8F

N o.549 N 302 sex-le thal p ro te in  hom ok)g(Ceratitis  

cap ita ta )
6-9F

N o.550 N303 uk 6-1 OF

No.551 N 304 uk 6-1 IF

N o.552 N 305 R pS 9  gene p ro d u c l(D rosophila  

m elanogasler)
6 -I2 F

N o.553 N 306 uk 6-1G
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ID N am e po sitio n

N o.554 N 307 LIV-1 pro te in , estrogen rég u la te<J(//om« 

sapien s)
6-2G

N o.555 N 308 uk 6-3G
N o.556 N 309 uk 6-4G
N o.557 N 3 I0 uk 6-5G
N o.558 N 3 II uk 6-6G
N o.559 N 3 I4 -I uk 6-7G

N o.560 N 314-2 uk 6-8G

N o.561 N 3 I5 uk 6-9G

N o. 562 N 316 acyl co enzym c A dehydrogenase , long 
c h a in (R a tios n o n vg icu v)

6-IOG

N o.563 N 3I8-1 uk 6 -1 IG

N o.564 N 318-2 uk 6 -I2 G

N o.565 N 3 I9 uk 6 -IH

N o. 566 N 320 selenopro te in  พ  m uscle 1 (Ratios norvégiens) 6-2H

N o.567 N 32I uk 6-3 H

N o.568 N 322 S PA R C -rcla lcd  p ro te in (3 /iw  musculus) 6-4H

N o.569 N 323 uk 6-5H

N o.570 N 325 ribosom al p ro te in  S 8 (Apis m ellifera) 6-6H

N o.571 N 327 N A D H  d ehydrogenase  su b u n it 5 (Penaeus 

m onodon)
6-7H

N o.572 N 328 uk 6-8H

N o.573 N 330 m yosin  rcgulalt>ry light chain(Dravo/>/i/7fl 

m elanogasler)
6-9H

N o.574 N 33I uk 6-1 OH

N o.575 N 332 bra in  p ro te in  \3(H om o sapiens) 6 -1 IH

N o.576 N 334 uk 6 -I2 H

N o.577 N 335 uk 7 -1 A

N o.578 N 337 calm o d u  1 m (D rtisophila  m elanogasler) 7-2A

N o.579 N 338 uk 7-3A

N o.580 N 339 uk 7-4A

N o.581 N 340 actin  l(l.im u lu s polyphem ns) 7-5A

N o.582 N 342 uk 7-6A

N o.583 N 344 uk 7-7A

N o.584 N 345 uk 7-8A

N o.585 N346 actin , c lo n e  403(A rtcm ia sp) 7-9A

N o .586 N 347 uk 7-IOA

N o.587 N 348-I uk 7 -1 IA

N o.588 N 348-2 uk 7 -I2 A

N o.589 N351 uk 7 - IB

N o.590 N 352 ribosom al p ro te in  S29(hum an) 7-2B

N o.591 N353 uk 7-3B

N o.592 N 354 uk 7-4B

N o.593 N 355-I uk 7-5B

N o.594 N 355-2 uk 7-6B

N o.595 N 356 uk 7-7B

N o.596 N 357 uk 7-8B

N o.597 N 358 uk 7-9B

N o.598 N 359 5S  ribosom al proteim (3/u.v musculus) 7-1 OB

N o.599 N361 40S rib o so m al p ro te in  S15A (D rosoph ila  

m elanogasler)
7 -1 1 B

N o.600 N 362-I uk 7 -I2 B

N o.601 N 362-2 histone 1 (M ytiln s edu lis) 7 - iC

N o.602 N 363 H3 h is to n c (//o m o  sapiens) 7-2C

ID N am e p o s itio n

N o.603 N 365 uk 7-3C
N o.604 N 366 uk 7-4C
N o.605 N 367 uk 7-5C
N o.606 N373 uk 7-6C
N o.607 N 374 ribosom al p ro te in  ร 27a(H um an) 7-7C

N o.608 N 375 uk 7-8C
N o.609 N 376 A TP syn thase  F O  su b u n it 6 (Penaeus 

m onodon)
7-9C

N o.610 N377 uk 7 - IOC

No.611 N378 uk 7-11C

N o.612 N 380 uk 7 -I2 C

N o.613 N381 uk 7 -ID

N o.614 N 382 uk 7-2D

N o.615 N383 K IA A 0670  p ro te in ( //o m «  sapiens) 7-3D

N o.616 N385 uk 7-4D

N o.617 N386 tubu lin  a lp h a -1 chain (Ho m a n is  américaines) 7-5D

N o.618 N387 uk 7-6D

N o.619 N388 uk 7-7D

N o.620 N 389 uk 7-8D

No.621 N391 uk 7-9D

N o.622 N393 eu k aryo tic  transla tion  in itiation  fac tor 3, 
subun it 2{M ils musculus)

7-10D

N o.623 N 394 uk 7-1 ID

N o.624 N 395 uk 7-12D

N o.625 N 398 uk 7 -IE

N o.626 N 399 cy tochrom e c ox id ase  subun it V IIc(M ousc) 7 -2E

N o.627 N 400 uk 7-3E

N o.628 N401 uk 7-4E

N o.629 N 404 pu tative stero id  dehydrogcnasc(M ouse) 7 -5E

N o.630 N 405 uk 7-6E

No.631 N 406 uk 7-7E

N o.632 N407-1 ferritin  2  light chain  bom olog(D rosopliila  

m elanogasler)
7-8E

N o.633 N 407-2 ferritin  2 light chain  h o m o b g (D rosoph ila  

m elanogasler)

7-9E

N o.634 N 408 uk 7-IOE

N o.635 N 409 A T P syn-gam m a gene pm ducl(D rosoph ila  

m elanogasler)

7-1 IE

N o.636 N 4 I1 uk 7 -I2 E

N o.637 N 4 I3 uk 7 - IF

N o.638 N 4 I5 uk 7-2F

N o.639 N 416 K IA A 0924  p ro te in  (H om o sapiens) 7-3F

N o.640 N 417 uk 7-4F

No.641 N418 uk 7-5F

N o.642 N 420 uk 7-6F

N o.643 N 42I uk 7-7F

N o.644 N 422 uk 7-8F

N o.645 N423 uk 7-9F

N o.646 N 425 uk 7-1 OF

N o.647 N 426 uk 7-1 IF

N o.648 N 427 K IA A O I52 g ene p ro d u c t {H om o sapiens) 7-12F

N o.649 N 430 uk 7-1G

N o.650 N 43I d oub le  stranded  R N A  b ind in g  nuclear 
p ro te in , IL F 3 (H om o sapiens)

7-2G

No.651 N 433 uk 7-3G
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ID N am e p o s itio n

N o.652 N 434 ribosom al p ro te in  S 26(H um an) 7-4G

N o.653 N 435 uk 7-5G
N o.654 N 437 uk 7-6G

N o.655 N 438 uk 7-7G

N o.656 N 439 uk 7-8G

N o.657 N 440 protca.somc subunit alpha type 6 (M us 

m ascu lin)
7-9G

N o.658 N442 uk 7-10G

N o.659 N443 uk 7 -1 IG

N o.660 N445 uk 7 -I2 G

No.661 N 448 uk 7-1H

N o.662 N 449 uk 7-2H

N o.663 N 450 uk 7-3H

N o.664 N 45I uk 7-4H

N o.665 N 462 uk 7-5H

N o.666 N 463 uk 7-6H

N o.667 N 464 uk 7-7H

N o.668 N 466 uk 7-8H

N o.669 N467 uk 7-9H

N o.670 N468 uk 7-1 OH

No.671 N 470 aclin  rela ted  pnHeiu(Lumhricus nihellus) 7-1 1 H

N o.672 N471 uk 7 -I2 H

N o.673 N474 uk 8-1A

N o.674 N475 uk 8-2A

N o.675 N476 uk 8-3A

N o.676 N477 uk 8-4A

N o.677 N483 uk 8-5A

N o.678 N 484 ribosom al p ro te in  L 26 (H om o sapiens) 8-6A

N o.679 SH71 po  1 polypro lc in (r< j/var carteri) 8-7A

N o.680 SH2001 uk 8-8 A

N o.681 S H 2002 N A D H -ub iqu inone o x idorcductase  4 2  kD a 
su b u n it( /)m w /j/n ia  m elanogaster)

8-9A

N o.682 S H 2004 uk 8-10A

N o.683 SH 2005 uk 8-11A

N o.684 S H 2006 uk 8 -I2 A

N o.685 S H 2007 ac tin , cy top lasm ic  A 3 (Bombyx m an) 8 - IB

N o.686 S H 2008 uk 8-2B

N o.687 S H 2009 uk 8-3B

N o.688 SH 2013 uk 8-4B

N o.689 SH 2017 uk 8-5B

N o.690 S H 2018 uk 8-6B

No.691 SH 202I uk 8-7B

N o.692 SH 2023 uk 8-8B

N o.693 SH 2025 uk 8-9B

N o.694 S H 2026 uk 8-1 OB

N o.695 SH 2030 ub iquilin  - con jugating  enzym e E2-24 
k D a ( D rosoph ila  m elanogaster)

8-1 IB

N o.696 SH 2036 60S  ribosom al p ro te in  L6(H om o sapien s) 8-12B

N o.697 SH 2038 uk 8 -IC

N o.698 SH 2040 uk 8-2C

N o.699 SH 204I uk 8-3C

N o.700 SH 2043 nasce n t polypeptide-assoc ia ted  com plex 
a lpha chain (3 /iw  m asculin)

8-4C

No.701 SH 2044 uk 8-5C

N o.702 S H 2046 uk 8-6C

ID N am e po sitio n

N o. 703 SH 2048 uk 8-7C
N o.704 SH 2049 uk 8-8C
N o. 705 SH2051 chrom atin -specific  transcrip tion  elongation  

factor(//om<> sapiens)
8-9C

N o.706 SH 2053 A T Pase subun it 6 (Peaneus notialis) 8 - 10C

N o. 707 SH 2054 uk 8-11C

No. 708 SH 2055 uk 8 -I2 C
N o.709 SH 2056 A T P  syn thase a lpha chain , m itochondria l 

[)rccursor(Drosopliila m elanogaster)
8 -ID

N o.710 SH 2057 uk 8-2D

No.711 S H 2058 uk 8-3D

N o.712 S H 2059 uk 8-4D

N o.713 S H 2060 uk 8-5D

N o.714 SH 2063 40S  ribosom al p ro te in  S3a(O ry iia s  latipes) 8-6D

N o.715 S H 2064 uk 8-7D

N o.716 S H 2065 uk 8-8D

N o.717 S H 2066 beta - ac tin (Penaeus vannamei) 8-9D

N o.718 S H 2068 hypo the tic a 1 p ro le เท(D rosophila  

m elanogaster)
8 -I0 D

N o.719 P JH I4 5 r uk 8 -1 1 D

N o.720 PJH1541' uk 8-12D

N o. 721 P JH I8 5 f h e terogeneous ribonuclcoprotcin  A , A2.B1 
(Schislocenca am ericana)

8 - IE

N o.722 P JH 186r uk 8-2E

N o.723 P JH 222r 28S ribosom al R N A  gene (Penaeus 

vannam ei)
8-3E

N o.724 P JH 3IO f rad ix in  (M us m asculin) 8-4E

N o.725 P JH 3 l8 r uk 8-5E

N o. 726 P JH 327r uk 8-6E

N o.727 P JH 3 2 8 f uk 8-7E

N o. 728 P JH 3 3 1 f uk 8-8E

N o. 729 P JH 3 3 2 f N A D H  d ehydrogenase  subun it 5 (Penaeus 

m onodon)
8-9E

N o.730 PJH 333r uk 8 -I0 E

No.731 PJH 334r uk 8-1 IE

N o.732 P JH 3 3 6 f uk 8 -I2 E

N o.733 P JH 338r uk 8 - IF

N o.734 P JH 3 4 1 f R pL 46 gene p ro d u ct (D rosoph ila  

m elanogaster)
8-2F

N o.735 P JH 3 5 I โ cy tochrom e c  ox idase  subun it 2 (Penaeus 

notia lis)
8-3F

N o.736 P JH 353r A IM S -P .m ono40  G ian t tiger p raw n  cyeslalk  
cD N A  library cD N A S' (Penaeus m onodon)

8-4F

N o.737 P JH 354r uk 8-5F

N o.738 P JH 356f uk 8-6F

N o.739 P JH 3 5 9 f p ro te in  transporting  p ro tein  sec61 gam m a 
su b u n it (C anis fam iliaris)

8-7F

N o.740 P JH 3 6 lf uk 8-8F

No.741 P JH 3 6 2 f uk 8-9F

N o.742 P JH 3 6 3 f elongation  fac tor 1-alpha ( A rmadillidium  

vulgare)
8-1 OF

N o.743 P JH 398f uk 8-1 IF

N o.744 P JH 4 0 1 f uk 8 -I2 F

N o.745 P JH 4 0 2 f PA C  clone D JI 164K 10 from  7 p 2 l-p 2 2  
(H om o sapien s)

8-1G
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ID N am e p o s itio n

N o.746 P JH 4 0 3 f gene for 24-kD a su b u n it o f  com plex l.ex o n  
7  ( // . sapiens)

8-2G

N o.747 PJH 404r C G  10686 g ene p ro d u ct (D rosophila  

m elanogasler)
8-3G

N o.748 PJH 405r uk 8-4G

N o.749 P JH 4 0 7 f uk 8-5G
N o.750 P JH 4 1 0 f alpha-tubu lin  (Spirom etra  erinaceienrapaei) 8-6G

N o. 751 PJH41 I r ribosom al p ro te in  S 25 (H. sapiens) 8-7G

N o.752 PJH 412r uk 8-8G

N o.753 P JH 4 1 4 f uk 8-9G

N o.754 P JH 4 I7I ' hypo thetical 32 .0  K D  pro tein  ( c .  eleganx) 8 -I0 G

N o.755 P JH 4 2 4 f H M G l-lik e  p ro te in  (D rosophila  

m elanogasler)
8 -1 IG

N o.756 

N o . 75 7

P JH 4 2 9 f

P JH 4 4 7 f

ch lo ride  in tracellu lar channel p ro te in  2
{H om o sapien s) 

uk

8 -I2 G

8 -IH

N o.758 PJH 448I’ transla tionally  con tro lled  tum or p ro te in  (.ร'..V 

cerevisiae)
8-2H

N o. 759 PJH 450r uk 8-3H

N o.760 PJH 455r uk 8-4H

No.761 PJH 457r uk 8-5H

N o.762 P JH 4 5 8 f uk 8-6H

N o. 763 P JH 4 5 9 f uk 8-7H

N o.764 PJH 466r hypo thetical p ro te in  M G C 2628  {Homo 

sapiens)
8-8H

N o.765 P JH 4 6 8 f 28S  ribosom al R N A  gene (Penaens 8-9H

N o.766 PJH 473r A IM S -P .m ono6  G ian t tig er p raw n  cycstalk  
cD N A  library  cD N A 5 ' {Penaens m omnlon)

8 - 1 OH

N o.767 P JH 4 7 8 f 60S  ribosom al p ro te in  L I8 A (//o ffi«  sapiens) 8-11H

N o.768 P JH 4 7 9 f C G 9 0 9 1 gene p roduct {D rosoph ila  

m elanogasler)
8-12H

N o.769 P JH 4 8 0 f esterase  FE4 p re cursor (M y zu s pcrssicac) 9 -1 A

N o.770 PJH 481 f 18S ribosom al R N A  gene {Penaens 

vannam ei)
9-2A

No.771 P JH 4 8 3 f 40S  ribosom al p ro te in  S 9 ( H om o sapiens) 9-3A

N o.772 P JH 484r uk 9-4A

N o.773 P JH 4 8 6 f 16S ribosom al R N A  gene {Penaens 

vannam ei)
9-5A

N o.774 PJH 487r uk 9-6A

N o. 775 PJH 488r uk 9-7A

N o.776 PJH 494r ribosom al p ro te in  L5 {R atios norvégiens) 9-8A

N o. 777 PJH 497r uk 9-9A

N o. 778 P JH 4 9 9 r uk 9 -I0 A

N o.779 PJH500T uk 9 -1 1A

N o.780 P JH 5 0 2 r uk 9 -I2 A

N o.781 PJH 505r 40S  ribosom al p ro tein  ร 16 ( H om o sapiens) 9 - IB

N o.782 PJH 527r uk 9-2B

N o.783 PJH 535F uk 9-3B

N o.784 P JH 5 4 1 f tubulin  b c ta - l chain  (H o m a m s américaines) 9-4B

N o.785 P JH 608r uk 9-5B

N o.786 P JH 6 1 2 f uk 9-6 B

N o.787 P JH 6 3 0 f calm odulin  {D rosoph ila  m elanogasler) 9-7B

ID N am e p o sitio n

N o. 788 P JH 641r C G 6848  gene p ro d u ct (D rosophila  

m elanogasler)
9-8B

N o.789 P JH 6 4 5 f uk 9-9B

N o.790 P JH 6 4 9 f uk 9-10B

No.791 P JH 672r uk 9-1 IB

N o. 792 P JH 679r uk 9-12B

N o.793 P JH 7 0 2 f uk 9 -IC
N o. 794 P JH 7 2 9 f uk 9-2C

N o.795 P JH 742r cy to ch ro m e c  ox idase  subunit {Penaens 

m onodon)
9-3C

N o.796 P JH 7 4 5 f m yosin  regula to ry  light chain  {D rosophila  

m elanogasler)
9-4C

N o. 797 PJH 758r uk 9-5C

N o.798 P JH 770r uk 9-6C

N o.799 P JH 779r uk 9-7C

N o.800 P JH 780r elo n g atio n  fac tor 2 {D rosophila  

m elanogasler)
9-8C

No.801 P JH 7 8 lr uk 9-9C

N o. 802 P JH 7 8 2 f 16S ribosom al RNA gene {Penaens 9 - IOC

N o. 803 PJH 788r uk 9 -1 IC

N o.804 P JH 7 9 8 f C hclon ian in 9 -I2 C

N o.805 P JH 8 0 0 r uk 9 -ID

N o.806 P JA I2 r B alb ian i ring  p ro tein  3 precursor 
{C hironom us teutons)

9-2D

N o.807 PJA 38r uk 9-3D

N o. 808 PJA 45r uk 9-4D

N o. 809 P JA 5 lr uk 9-5D

N o.810 PJA 54r uk 9-6D

N o.811 PJA 57r uk 9-7D

N o.812 PJA 62r uk 9-8D

N o.813 PJA 63r uk 9-9D

N o.814 PJA 67r pro filin  {D rosoph ila  m elanogasler) 9 -I0 D

N o.815 PJA 69r uk 9-1 ID

N o.816 PJA 70r uk 9-12D

N o.817 PJA 71r uk 9 - IE

N o.818 PJA 72r m itochondria l rR N A  gene {Penaens nolialis) 9-2E

N o.819 PJA 75r 40S  ribosom al p ro tein  ร  I5A  {D rosophila  

m elanogasler)

9-3E

N o.820 PJA 80r uk 9-4  E

No.821 PJA 84r uk 9-5E

N o.822 PJA 92r uk 9-6E

N o.823 P JA I0 3 r uk 9-7E

N o.824 P JA I0 6 r N A D H  d eh ydrogenase  subun it 5 {Penaens 

nolia lis)

9-8E

N o.825 PJA 108r uk 9-9E

N o.826 PJA 109r ubiquitin /ribosom al p ro te in  C E P52  
{D rosoph ila  m elanogasler)

9-10E

N o.827 P JA llO r uk 9-1 IE

N o.828 P JA I2 2 r uk 9 -I2 E

N o.829 P JA I2 8 r uk 9 - IF

N o.830 P JA I3 0 r uk 9-2F

No.831 P JA I3 3 r 60S  rib o so m al p ro te in  L27 {H om o sapiens) 9-3F

N o.832 P JA 136r 60S  rib o so m al p ro te in  L35 {Rallies rallies) 9-4F

N o.833 P JA I3 8 f 16S rR N A  g en e (Penaens vannamei) 9-5F
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ID N am e p o s itio n

N o.834 P JA 139r uk 9-6F

N o.835 P JA 142r uk 9-7F

N o.836 PJA 144r uk 9-8F

N o.837 PJA 146r uk 9-9F
N o.838 P JA 152r uk 9-1 OF
N o.839 P JA I6 0r uk 9-1 IF
N o.840 P JA I6 3 r uk 9 -I2 F
No.841 P JA !6 5 r uk 9-1G

N o. 842 P JA I6 7 r uk 9-2G

N o.843 P JA I7 8 r uk 9-3G

N o.844 P JA I8 4r uk 9-4G

N o.845 P JA I9 5 r uk 9-5G

N o.846 P JA I9 7 r uk 9-6G

N o. 847 P JA 229r 40S  ribosom al p ro te in  ร (Apis m ellifera) 9-7G

N o.848 P JA 242r A E M T A N 56 A etles aegyp ti M T pS PO R T  
library  c lonc56  5' (A edes (tegypli)

9-8G

N o.849 P JA 244r uk 9-9G

N o.850 PJA 253r uk 9-10G

N o.851 P JA 2 5 5 f uk 9 -1 1G

N o. 852 P JA 260r uk 9 -I2 G

N o.853 P JA 274r uk 9-1H

N o.854 P JA 277r uk 9-2H

N o.855 P JA 278r m itochondria l genom e, partial 3* end (P. 
nolitilis)

9-3  H

N o.856 P JA 281r uk 9-4H

N o. 85 7 P JA 282r uk 9-5H

N o.858 P JA 284r uk 9-6H

N o.859 P JA 287r uk 9-7H

N o.860 P JA 288r A T Pase subunit 6  (Penaeus nolitilis) 9-8H

No.861 P JA 289r integrin  bala-su b u n il (Pacifaslacus  

leniusculus)
9-9H

N o.862 P JA 295r uk 9-1 OH

N o.863 P JA 320r uk 9 -I IH

N o.864 P JA 3 2 lr 60S  ribosom al p ro te in  L7A  (I'ugu rubripes) 9 -I2 H

N o.865 P JA 325r N A D H  d ehydrogenase  (D rosoph ila  

m elanogasler)
10-1A

N o.866 P JA 326r uk 10-2A

N o.867 PJA 332r uk 10-3A

N o.868 PJA 333r uk 10-4 A

N o.869 P JA 346r uk 10-5A

N o.870 P JA 3 5 lr uk 10-6A

N o.871 P JA 358r 16S rR N A  gene (Penaeus vannamei) I0-7A

N o.872 P JA 359r uk 10-8A

N o.873 P JA 360r uk I0-9A

N o.874 P JA 3 6 8 f uk I0 - I0 A

N o. 875 P JA 370f uk I0 -1 IA

N o.876 PJA 372r 40S  rib o so m al p ro te in  S 9  (Rallus 

norvég ien s)

10-12 A

N o.877 P JA 3 8 U uk 10-1B

N o.878 P JA 3 8 7 f uk 10-2B

N o.879 P JA 3 8 8 f 16S rR N A  gene (Penaeus vannamei) 10-3B

N o.880 PJA390T uk 10-4B

No. 881 P JA 394r N A D H  ubiquinone oxidoreductase  chain  6 
(D rosoph ila  m elanogasler)

10-5B

N o.882 PJA 396r uk I0-6B

ID N am e p o sitio n

N o.883 P JA 410r uk I0-7B
N o.884 PJA 415r m itochondria l I rR N A  gene, partia l 3' end 

(Penaeus vannamei)
10-8B

N o. 885 PJA 416r uk I0-9B

N o.886 PJA 417r 60S ribosom al p ro te in  L7 (C aenorhabditis 

elegans)
10-10B

N o.887 PJA 418r 40S ribosom al p ro te in  S 27 (I Ioniums 

ainericantts)
10-1 IB

N o.888 PJA 427r uk 10-12B

N o. 889 P JA 428r uk 10-IC

N o. 890 PJA 434r 16S rR N A  g en e (M clapcnaeapsis lam cllata) I0-2C

No.891 P JA 442r N A D H  dehydrogenase  subun it 3 (Penaeus 

nolitilis)
I0-3C

N o. 892 P JA 444r uk I0-4C

N o. 893 P JA 455r 60S  ribosom al p ro te in  L37A  (O sleriagia  

oslerlag i)
10-5C

N o.894 P JA 468r 16S rR N A  gene (Penaeus vannamei) I0-6C

N o.895 P JA 476r uk 10-7C

N o.896 P JA 484r 16S rR N A  gene (Penaeus vannam ei) I0-8C

N o. 897 P JA 503r uk I0-9C

N o.898 P JA 504r clo ttable  p ro te in  (Penaeus monotlon) I0-10C

N o.899 P JA 524r cy tochrom e c  o x id ase  subunit 3 (Penaeus 

nolia llis)
10-11C

N o.900 P JA 5 3 0 f uk I0 -I2 C

No.901 P JA 534r uk 10-ID

N o. 902 P JA 538r uk I0-2D

N o.903 P JA 540r uk I0-3D

N o.904 P JA 541r uk I0-4D

N o.905 P JA 544r uk I0-5D

N o.906 P JA 545r uk 10-6D

N o.907 P JA 553r uk 10-7D

N o.908 P JA 560r uk 10-8D

N o.909 P JA 561r uk 10-9D

N o.910 P JA 575r uk 10-10D

No.911 P JA 578r uk 10-1 ID

N o.912 P JA 580r 40S  ribosom al p ro te in  S 28 (H om o sapiens) 10-12D

N o.913 PJA 581r uk 10-1E

N o.914 PJA 587r uk I0-2E

N o.915 P JA 590r uk I0-3E

N o.916 P JA 592r uk 10-4E

N o.917 P JA 595r innexin  2  (Sch islocerca am ericana) 10-5E

N o.918 P JA 619r uk I0-6E

N o.919 P JA 623r 40S  ribosom al p ro te in  ร 12 (รนร scrofa) I0 -7 E

N o.920 P JA 634r uk 10-8E

No.921 PJA 637r cy tochrom e c  o x id ase  subun it 3 (Penaeus 

noliallis)
10-9E

N o.922 PJA 660r uk 10-10E

N o.923 P JA 6 6 1 r uk 10-1 IE

N o.924 P JA 667r uk I0 - I2 E

N o.925 P JA 671r cell adhesion  m oiecu lc-C A M 10-IF

N o.926 PJA 673r uk I0-2F

N o.927 PJA 676r uk I0-3F

N o.928 PJA 678r uk 10-4 F

N o.929 P JA 679r uk 10-5F

N o.930 PJA6851" uk 10-6F
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ID N am e p o sitio n

N o.931 P JA 696r uk I0-7F

N o.932 P JA 713r uk I0-8F

N o.933 PJA 714r uk I0-9F

N o.934 PJA 721r uk 10-1 OF

N o.935 PJA 727r uk 1 0 -I IF

N o.936 P JA 738r D N A -d irected  R N A  po lym erase 2  33K da 

po lypeptide(R P B 3) (H .sapiens)
I0 - I2 F

N o.937 P JA 744r uk 10-IG

N o.938 P JA 7 4 6 f m itochondria l, com ple te genom e I0-2G

N o.939 PJA 762r M T G 8 pro te in (E T C  protein) (H om o sapiens) I0-3G

N o.940 PJA 778r 40S  ribosom al p ro te in  S15A  (H omo  

sapiens)
10-4G

N o. 941 PJA 81 l r partia l m itochondria l 16S rR N A  gene 
{Penaeus ja p o n icu s)

10-5G

N o.942 PJA 815r uk 10-6G

N o.943 PJA 823r h istone 1 ( M ytilus edulis) 10-7G

N o.944 PJA 831r uk I0-8G

N o.945 PJV 90r neuronal ap op tosis inhibitory  p ro tein  (M us 

mnxcnlus)
I0-9G

N o.946 P JV lO S f uk I0-10G

N o.947 P JV 3 11 r uk 10-I1G

N o.948 P JV 3 I3 r uk I0 - I2 G

N o.949 P JV 3 I5 r M asqucradc-likc  p ro te in  (Pacifastacns 

leninsculns)
10-1H

N o.950 PJV341 10-2H

N o.951 P JV 3 4 2 f 60S ribosom al p ro te in  L19 (M us muxcnlus) I0-3H

N o.952 PJV 355I' selen idc  w a te r d ik inase  (D rosoph ila  

m elanogaster)
10-4H

N o.953 PJV 365r 14-3-3-like p ro te in  (D rosoph ila  

m elanogaster)
10-5H

N o.954 PJV 404r elongation  fac tor 1-gam m a (A rtem ia sp.) 10-6H

N o.955 PJV 405r uk 10-7H

N o.956 PJV 408r uk I0-8H

N o.957 P JV 409โ p rogam m ed  cell d eath  6 -in tcracting  protein I0-9H

N o.958 P JV 4 1 1 f uk 10-1 OH

N o.959 P JV 4 l2 r uk 1 0 -11H

N o.960 P JV 4 1 3 f K azal inh ib ito r type 2 I0 -I2 H

N o.% 1 P JV 4 l4 f hem ocy tc  pro te in -g lu tam ine gam m a- 
g lu tam y(transferase  (Tachypleus tridentatus)

11-1A

N o.962 P JV 417 uk II-2 A

N o.963 P JV 418r uk II-3 A

N o.964 P JV 4 1 9 f uk II-4 A

N o.965 P JV 4 2 D uk 1I-5A

N o.966 PJV 422r uk 1I-6A

N o .% 7 PJV 426r R as-like G T P -b ind ing  p ro tc in -D rac3 11-7 A

N o .% 8 PJV 432r 60S  ribosom al p ro te in  L 38 (H om o sapiens) 11-8A

N o .% 9 P JV 434r uk 1I-9A

N o.970 PJV 438r ร 3 ribosom al p ro te in  (H om o sapiens) 11-10A

No.971 P JV 4 4 0 f uk 1 1 -1 IA

N o.972 PJV444C uk 11-12A

N o.973 P JV 445r cy tochrom e c  o x id ase  subun it 5 ic  (Hom o  

sapiens)

1 1 1 B

N o.974 PJV 452r uk 1I-2B

N o.975 PJV 458r uk II-3 B

N o.976 PJV 463r uk I1-4B

ID N am e positio n

N o.977 P JV 4 7 2 f pro tcaso m e 2 6s subun it (H om o sapiens) I I-5 B

N o.978 P JV 4 7 3 f uk II-6 B

N o.979 PJV 476r uk I1-7B

N o.980 PJV4791' ESM -1 p ro te in  (M us m  u sa i  lus) 1I-8B

No.981 P JV 484r R at insulinom a genc-R ig  (H om o sapiens) I I-9 B

N o.982 PJV 488r 60S  ribosom al protein  L34 (A edes 

a lhop ic tแร)
11-1 OB

N o.983 P JV 492r p re d ic ted  using G cncfindcr; p re lim inary  
p re d ic tio n  ( c .  elegans)

11-1 IB

N o.984 P JV 496r uk I1 -I2 B

N o.985 P JV 497r rib o so m al p ro te in  ร  15(H om o sapiens) l l - I C

N o.986 P JV 498r non m uscle m y osin -2  h eavy  chain 11-2C

N o.987 P JV 5 0 Ir 40S  ribosom al p ro te in  (H om o sapiens) 11-3C

N o.988 P JV 5 1 4 f rib o so m al p ro te in  L 19 (D rosoph ila  

m elanogaster)
11-4C

N o.989 P JV 603r C o llag en  4  a lpha 4 (H om o sapiens) I I-5 C

N o.990 PJV 6I l r Q M  p ro te in  (Bomhyx m ansarina) 11-6C

N o. 991 P JV 6 I2! ' uk I I-7 C

N o.992 P JV 6 I4r 60S  ribosom al p ro te in  L35A  (R attus rattns) I I-8 C

N o.993 P JV 6 l5 f ch lo ride  in tracellu lar channel p ro te in  (Homo 

sap ien s)
1I-9C

N o. 994 P JV 6 l8 r uk ll-IO C

N o.995 PJV 625r uk 11-l 1C

N o.996 PJV 637r uk I I - I2 C

N o.997 PJV691 f uk 12-1A

N o.998 P JV 703r 40S ribosom al p ro te in  ร  19 (M ya arenaria) I2-2A

N o. 999 P JV 8 5 II calc ium -sensitive  chloride ch annel 2 (Mus 

m usc ulus)
I2-3A

N o. 1000 PJ114r in teg ra l m cm brancc p ro te in  2A  (H om o  

sapien s)
12-4 A

N o. 1001 P JI22r uk I2-5A

N o. 1002 PJI34r in ternal transcribed  spacer 2 (Penaeus 

vannam ei)

12-6 A

N o. 1003 PJI84r uk 12-7A

N o. 1004 PJI102r uk I2-8A

N o. 1005 PJ1I68I tum or p rotein , transla tionally -con tro llcd  1 
(H om o sapiens)

I2-9A

N o. 1006 PJI250r uk I2-10A

N o. 1007 P JI2 5 5f uk 12-11A

N o. 1008 PJI262r uk I2 - I2 A

N o. 1009 PJI308r uk 12-IB

N o.1010 PJI328r uk I2-2B

No.1011 PJI330I' uk I2-3B

N o . 1012 P Jl375r uk 12-4B

N o. 1013 P JI378r elastase  inh ib ito r (Anemonia sulcata) I2-5B

N o.1014 PJI440r uk I2-6B

N o.1015 PJ1447r kera tin  (D anio rerio) 12-7B

N o.1016 P JI4 7 1 r uk 12-8B

N o.1017 PJI481 12-9B

N o . 1018 PJIM1 A lpha-2 -m a cro g lo b u lin  (L im ulus sp.) 12-10B

N o.1019 PJIM 2 beta 1,3 g lucan  b ind ing  protein 12-1 IB

N o. 1020 PJIM 3 lysozym e c ,p  type precursor (M us musculus) I2-12B

N o. 1021 PJ1M4 pcrox incctin 12-1C

N o. 1022 PJ1M5 prophcno lox idasc I2-2C
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ID N am e p o sitio n

N o. 1023 PJIM 6 M asqueradc-like  p ro tein  (Pacifastacus 

leniusculus)
I2-3C

N o. 1024 PJIM 7 h cm ocy te  pro te in -g lu tam ine gam m a- 
g lu tam yltransfe rase  ( Tachypleus tridentatus)

12-4C

N o. 1025 PJ1M8 clo ttin g  p ro tein 12-5C

N o. 1026 PJ1M9 coagu la tion  fac tor G -bata chain  p recursor 
( Tachypleus tridentatus)

12-6C

N o. 1027 N C I pb luc  sc rip t vecto r I2-7C

N o. 1028 N C 2 pblue sc rip t vecto r I2-8C

N o. 1029 N C 3 pbluc  sc rip t vector I2-9C

N o. 1030 N C 4 T  vector 12-1 o c

N o. 1031 PC I b-actin 12-11C

N o. 103 2 PC2 b-actin 12-I2C
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