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1801 swQPPRARIT GYIIKYEKPG spPrEwWPR? GLI.PGT .YT1 C'TALKNNQK
1361 SEPLIGRKKT DELPQLVTLP HPNLHGPEIL DA:SWF\TNPGYDTG K*"niDCTC"
1921 QQPSLGQQMI FEEHGFRRTT PPTTATPVRH RPRPYPPNVN EEIQIcHVPR [ S S
1981 VVGLNPNAST GQEALSQTTI SWTPFQESSE YIISCHPVGI|I DEEPLQFRVP
2041 LTRGATYNII VEAVKDQQRQ KVREEWTVG NSVDQGLSQP TDDSCEDPYT ;™™

2101 ERLSDSGFKL SCQCLGFGSG HFRCDSSKWC HDNGW YKIG EKWDRQGENG CMMSCTCLGN

2161 GKGEFKCDPH EATCYDDGKT YHVGEQHQKE FGGQRGWRCD NCRRPGAEPG
// NEGSTAHSYN QY3QRYHQRT NTNVNCPIEC EDSRE
1C. DEFINITION fibronectin - A frican clawed frog .
ACCESSION A4 3906
SOURCE A frican clawed frcg .

ORGANISM Xenopus laevis

Eukaryotae; m itochondrial eukaryotes; Metazoa; Chordata;
V ertebrata; Amphibia; 3atrachia; Anura; M esobatrachia; P ipoidea;
Pipidae; Xenopodinae; Xenopus.

ORIGIN

1 MRRGALTGLL LVLCLSWLR AAPSATSKKR RQAQQQQQQQ VYQPQGTQDN HOXGCYDNGK
61 YYQINQQWSR TYLGNTLVCT CYGGGRGFNC ESKPESEETC FDKYTGVSYR VGETYERPKD
ir1 NMIWDCTCIG AGRGRISCTI ANRCHEGGQS YKIGDTWRRP HETGGYMI1EC V-IINGKGEW
181 TCKPVAERCY DNTAGTSYW GQTHEKPYQG WMMVDCTCLG EGNGRITCSS KNRCNDQDTK
241 TSYRIGDTWS KTDTRGNLLQ CICTGNGRGE WKCERHSSAQ ATGTGSNPIT NIQTALYQPD
301 SQLEPYGHCV TDNGVLYSLJ MRWLRTQGSK QMLCTCLGNG VSCEETVATI TFGGNANGEP
361 CAIPFTHDGK TYYSCTSEGR QDGKLWCATT SNYDSDKKYS FCTEQLAXVQ TRGGNSNGAL
421 CNFPFLYNNL NYTDCTSEGR QDSMXWCGTT ANY DADQKcG FCPMAAKEEI CTTMEGVMYR
481 VGDQWDICQHD QGHMMRCTC7 GNGRGEWSCY AYSQLKDQCI VDGLTYNVNS FTKLHEEGK
541 MMNCTCFGQG RGRWKCDAI QCQ2TETRQF YQIGDSWEKH LQGVQYC>TYC vy
601 QPLSTSQAGT GPVQVIITES ANFPTSHPIQ WNAPQASHIK NYILRWKrXL ra -? KQATI
661 PGHLNSYTIS GLKPGILYEG QLISILQYCN REVTTFDFTT TTTIHRHSQT E33ETTPLP?
721 LVSISESVTE ITASSFLVSW VSASDTVSGF RVEYELSEDG DEKRYLELPN TATSVNIPDL
791 LPGRRYN“IN’/ YQITEEGEKS LILSTTQTTA PDAPPEHNVE NVDDTSIMIK -i?QAPITG
841 YRWYSPSVE GS3TELNLPS TANSVTLTEL LPGIEYNITI YAVEDSLESV PVFIQQGTTG
901 TPQTVIVPSP TDLQLVEVTD VKI2IMWTS? QSEVSGYRW VKPVSPA3RD VC'NLPVNRNT

gigewhec

961 Fa £ NLQPG RTYSFEVYAV NRGQESEPLV GEFATKLDAP TDLQFTEYTE S77VIIW IPP
10?1 QAXIGRYLLS VGQTRGGQPS QFPINPSVTN HKLDNLLPGT EYTVSLVALK g:i‘"gsasasg
1031 VF3TLEPVGS IPHYNTEVTE TTIYVTWTPV PRIG Fra DVR PSQGGEAPRE VISESGSIVI
1141 SGLTPGVEYT YSISVLTCGVY EKDIPITKTV VTPLSPPTNL RLQPSRDSAT LT.fWDRS I
1201 PGITGYRIST TPTPMQVGNS LEEEVGPSQT YCVFENLSPG VEYNVSVYAV KZEEESAPLS
1261 CMFLQEIPQL TDIKYDDVTD TSIDLRWTPL. NSSNIIGYRI TWAAGESVP IYESFVGPTD
1321 GYYKVSGL&P GIDYEISLIT LINGGESAPT TIQHTAVPP PTNLRFTNIG PDNIRVTWSP
1381 PTSIELSSYL VRYSPVKKPD DVTELSLSPS TNMVVLSNLL PFTEYLVSVH '-:ESRESSS
1441 LNGVAKTHLD SPTGIAFSEI TPN3FTVHWI APRGPITGYR IRYQLESGAG RPrZERVPPS
1501 RNSITLTHLI PGSSYLVSII AINGQQES5S5L? LAGQQATVS5D VPTDLEVTSS SPN'TLTISWE
1561 APAVSVRYYR ITYSQTGGHG PEKEFTVPGT SNTATIRGLN PGVSYTITVY AVTGRGDSPA
1621 SSKPLTIIHK TDVDQPIDMA VTDIQDHSIH VKWSPPPGPV TGYRVT 'VPK SGVOETFSQV
1681 ISPDQTEVTI VGLQPAVEYV VSIYSQGENG FSEPLVETAV TNIDNPKGLT FTDVGVDSIR
1741 LAWEVPDGQV TRYRVTYSSP EDGVKELFPA PEGDDDTAEL HGLRPGTEYT VSIVALHDDM
1901 ESKPLIGIQS TAIPAPTNLQ FSQVTPSGFS LSWHAPTVHL TGY'LVRVNPK EXTGPTKEVR
1361 LSPGVAATTV TGLMVATKYE VNVYALKDSL TSQPLQGLIS TLDNVSPPRR PRIQDVTETT
1921 VTLSWRTKTE TITGFQIDAI PADGQNPIRR TVDADLRTFT ITGLQPGTDY KIYLYTLNDN
1931 ARSSPVTVDV TTAVDSPSNL RFLTTTSNSL LFTWQPPRAR ITGYIIRYEK AC-GUIKEHLP
2041 RLPAGTTEST LTNLEPGTEY Y ITAV R NN MKSEPLVGRK RTDELPRLVT LPHPGQGPEI
2101 LDVPTDEENT PHITQTKLDN GNGIQLPGSN GQQPSSDHEG QLIEEHGFRS PL-PTTAVPV
2161 RPGKFAPGRY PQERVDIELC TFPVQHGDFD GPYPHGLGPQ LNDSGVQEVA SHTTISWRPE
2221 LETTEYIISC HPIDHEEAPL QFRVPGTSSS ATLNGLTRGA TYNIWEAQK GT KHKVLEK
2281 RVTVGSPGSP EGVLQPVEDT CYDTFSGAHY SVGQEWERMS ESGFRLWCKC LGYGSGUFRC
234 1 DSSKWCHDNG VNHRIGEKWD RRGENGQMMS CTCLGNGKGE FKCEPPEATC YDEGKMYNVG
2401 EQWQKEYLGA ICSCTCYGGQ QGWRCDNCRR PGAVSPDGTA GQTVSQFTQR YQCNYNLNCP
2461 IECYLPLGLQ ADTQHSQQTQ K

11

11. DEFINITION fibronectin
ACCESSION 224863
SOURCE cattle
ORGANISM Bos taurus
Eukaryotae; m itochondrial eukaryotes; Metazoa; Chordata;
V ertebrata; E utheria; A rtiodactyla; R um inantia; Pecora;
ORIGIN

1 GVPRSDKVPP PRDLQFVEVT DVKITIMWTP PESPVTGYRV DVIPVNLPGE HGCRLPVSRN
61 TFAEVTGLSP GVTYHFKVFA VNQGRESKPL TAQQATKLDA PTNLQFINET DTTVIVTWTP
121 PRARIVGYRL TVGLTRGGQP KQYNVGPAAS QYPLRNLQPG SEYAVSLVAV KGNQQSPRVT
181 GVFTTLQPLG SIPHYNTEVT ETTIVITWTP APRIGFKLGVY RPSQGGEAPR EV73ESGSIV
241 VSGLTPGVEY VYTISVLRDG QERDAPIVKT VKDDKESVPI SDTIIPAVPP PT2LRFTNVG
301 PDTMRVTVIAP PSSIELTNLL VRYSPVKNEE DVAEL3ISPS DNAWLTNLL PGTEYLVSVS



361

421

481

541 1 1 1

601 ..

se1 FHVPPRUAR

721 GLQPGTDYKI
// 781 GVYIIKYEKPG
12. DEFINITION fib ro

ACCESSION
SOURCE
ORGANISM

6;
121

181
241
301
361
421
481
541
601
661
721
781
841
901
961

AAA49707

A frican ¢

LRGRQKTALD SPSGIDFSDI
RNB3ITLTNLN PGTEYW SIV
APAVTVRYYR ITYGETGGSS
SSKPVSINYR TEIDKPSQMT
TGPMKEINLA. PDSSSWVSG
VITDATETTIT ISWRTKTETI
HLYTLNDNAR SSPWIDAST
SPPREWPRP RPGVTEATIT

nectin

lawed frog.

Xenopus laevis

Eukaryota

V ertebrata; Amphibia; B atrachia;

P ipidae;

MRRGALTGLL
YYQINQQWER
NMIWDCTCIG
TCKPVAERCY
TSYRIGDTW S
SQLEPYGHCV
CAIPFTHDGK
CNFPFLYNNL
VGDQWDKQHD
MMNCTCF&2G
QPLSTSQAGT
PGHLNSYTIS

TVRTRFRVTEF.

YRWYSPSVE
TPQTVIVPSP
FAEWNLQPG

e m itochondrial eukaryotes;

Xer.opodinae; Xenopus.

LVLCLSWLR AAPSATSKKR
TYLGNTLVCT CYGGGRGFNC
AGRGRISCTI ANRCHEGGQS
DNTAGTSYW GQTWEKPYQG
KTDTRGNLLQ CICTGNGRGE

%’]&'hb MRWLRTQGSK

QDGKLWCATT

’?SIET\ QDSMKWCGTT
QGHMMRCTCV GNGRGEWSCV
RGRWKCDAID GCQDTETRQF
GPVQ'/IITES ANFPTSHPIQ
GLKPGILYEG QLISILQYGN
ITASSFLVSW VSASDTVSGF
YQITEEGEKS LILSTTQTTA
GSSTELNLPS TANSVTLTEL
TDLQLVEVTD VKIIMWTSP
RTYSFEVYAV NRGQESEPLV

1021. QAKIGRYLLS VGQTRGGQPS QFPINPSVTN

1081 VFSTLEPVGS
1141 SGLTPGVEYT
1201 rcitcvrisT
1261 QMFLQEIPQL
1321 GYYKVSGLEP
1381
1441 ? »
1501 RNSITLTHLI
1561 APAVSVRYYR
1621 SSKPLTIIHK
1681 ISPDQTEVTI
1741 LAWEVPDGQV
1801 ESKPLIGIQS
1861 LSPGVAATTV
1921 VTLSWRTKTE
1981 ARSSPVTVDV
2101
2212621 Pc@iFaPflrRY
1
2281
2341 DSSKWCHDNG
2401 EQWQKEYLGA
2461 IECYLPLGLQ
13. DEFINITION FIBRO

ACCESSION
SOURCE
ORGANISM

ORIGIN

301

P04937

Norway ra

IPHYNTEVTE TTIWTW TPV
EKDIPITKTV
LEEEVGPSQT

TDIKYDDVTD TgIDLR TPL
GIDYEISLIT
VRYSPVKKPD

Cptgtafsft

? . AINGQQESLP
ITYSQTGGHG PEKEFTVPGT
TDVDQPIDMA VgD I@® DH SHH
VGLQPAVEYV 1Y QGEIG

TAIPAPTNLQ
TGLMVATKYE VNVYALKDSL
TITGFQIDAI PADGQNPIRR
TTAVDSPSNL RFLTTTSNSL
LTNLEPGTEY IIYIIAVRNN
PHITQTKLDN GNGIQLPGSN
ERVDIELD TFPVQHGDFD
rr QFRVPGTSSS
EGVLQPVEDT CYDTFSGAHY
VNHRIGEKWD RRGENGQMMS
ICSCTCYGGC QGWRCDNCRR
ADTQHSQQTQ

NECTIN PRECURSOR (FN).

t

R attus norvegicus

Eukaryota

R odentia;

MLRGPGPGRL
QINQQWERTY
IWDCTCIGAG
KPIAEKCFDH
YRIGDTW SKK
QPAPYGHCVT

e; Metazoa; Chordata;

S ciurognathi; M uridae;

LLLAVLCLGT SVRCTETGKS
LGNALVCTCY GGSRGFNCES
RGRISCTIAN RCHEGGQSYK
AAGTSYWGE TWEKPYQGWM
DNRGNLLQCV CTGNGRGEWK
DSGWYSVGM QWLKSQGDKQ

TAN FTVKWI
ALNSKEESLP
PVQEFTVPGS
IPAPTNLKFT
LMVATKYEVS
TGFQVDAIPA
AIDAPSNLRF
GLEPGTEYTI

RQAQQQ0QO02

WMMVDCTCLG
WKCERHSSAQ
QMLCTCLGNG
SNYDSDKKYS
ANYDADQKFG
AYSQLKDQCI
YQIGDSWEKH
W NAPQASHIK
REVTTFDFTT
RVEYELSECG
PDAPPEHNVE
LPGIEYNITI
QSEVSGYRW
GEFATKLDAP
HKLDNLLPGT
PRIGFKLDVR
VTPLSPPTNL
YCVFENLSPG
NSSNIIGYRI
THQHTAVPP
TNMVVLSNLL
APRGPITG YR
LAGQQATVSD
SNTATIRGLN
VKW SPPPGPYV

FRFPT VFTAV
?

LSWHAPTVHL

LFTWQPPRAR
MKSEPLVGRK
GQQPSSDHEG
GPYPHGLGPQ
ATLNGLTRGA
SVGQEWERMS
CTCLGNGKGE
PGAVSPDGTA

V ertebrata;

M urinae;

KRQAQQIVQP
KPEPEETCFD
IGDKWRRPHE
MVDCTCLGEG
CERHVLQSAS
MLCTGLGNGYV

M etazoa;

PR 21T T Tf?VD
LVGQQSTVSD
KSTATISG LK
QVTPTSLTAQ
VYALKDTLTS
NGQTPIQRTI
LATTPNSLLV
QVIALKNNQK

Anura; M esobatrachia;

WQPQGTQDN
FDKYTGVSVYR
HETGGYMLEC
EGNGRITCSS
ATGTGSNPIT

V.RCFFTVATT
FCTEQLALYV
erMunurrgr
VDGLTYNVNS
LQGVQYQCYC
NYILRWKPKL
TTTIHRHSQT
DEKRYLELPN
NVDDTSIMIK
YAVF.N.RT.FRV
VKPVSPAGRD
TDLQFTDVTE
EYTVSLVALK
PSQGGEAPRE
RLQPSRDSAT
VEYNVSVYAV
TWAAGESVP
PTNLRFTNIG
PFTEYLVSVH
IRYQLESGAG

? ?

TGYRVTSVPK
TNIDNPKGLT
HGLRPGTEYT
TGYLVRVNPK
TLDNVSPPRR
ITGLQPGTDY
ITGYIIRYEK
RTDELPRLVT
QLIEEHGFRS
LNDSGVQEVA
TYNIWEAQK
ESGFRLWCKC

GQTVSQFTQR

M amm alia;

R attus.

PSPVAVSQSK
KYTGNTYKVG
TGGYMIECLC
NGRITCTSRN
AGSGSFTDVR
SCQETAVTQT

Chorda

IRHHPENMGG
VPRDLEVIAA
PGVDYTITVY
WTAPNVQLTG
RPAQGWTTL
RPDVRSYTIT
SWQPPRARIT
SEPLIGR

ta;

P ipoidea;

HQKGCYDNGK
VGETYERPKD
VCLGNGKGEW
KNRCNDQDTK
NIQTALYQPD

TFGGNANGEP
TRGGNSNGAL
CTTNEGVMYR
SFTKLHEEGH

His?
?s?

WNKPQAPITG
PVFIQQGTTG
VQNLPWRNT
STW IIW PP
GNQQSASASG
VISESGSIVT
LTVYWDRSIS
KEEEESAPLS
IYEEFVGPTD
PDNIRVTWSP
SVYEERESSS
RPKEERVPPS

™ 2

SGQGETFSQV
FTDVGVDSIR

VSIVALHDDM

EKTGPTKEVR
PRIQDVTETT
KIYLYTLNDN

AGGLIKEHLP
LPHPGQGPEI
PLAPTTAVPV
SHTTISWRPE

GTDKHKVLEK
LGYGSGHFRC
YDEGKMYNVG
YQQNYNLNCP

E utheria;

PGCFDNGKHY
DTYERPKDSM
LGNGKGEVITC
RCNDQDTRTS
TAIYQPQTHP
YGGNSNGEPC



361

421

431

541

601

661

721

731

341

901

961

1021

1081

1141

1201

1261

1321

1331

1441

1501

1561

1621

1681

1741

1301

1661

1921

1981

2041

2101

2161

2221

2281

2341

2401

// 2461

14.

ACCESSION
SOURCE

ORGANISM

ORIGIN 1
121
181
241
301
361
421
481
541
601
661
721
781
841
901

1021
1081
1141

1261
1321
1381
1441
1501
1561
1621
1681

DEFINITION

VLPFHYNC-RT FYSCTTEGRQ
HFPFLYSNRN
GDQWDKQHDL

LNCTCFGQGR

YSDCTSEGRR
GHMMRCTCVG
GRWKCDPIDR
PLQTYPGTTG PVQVIITET?
GHLNSYTIKG LTPGVIYEGQ
TASSFWSW/

QISEEGKQSL

VATSESVTEI
PGRKYIVNVY
RIVYSPS/TG SSTELNLPET
DLQFVEVTDYV
TYLFKVFAVK
GLTRGGQPKQ
PPYNTEVTET

PRSDDVPAPK
AEVTGLSPGYV
ARIAGYRLTV

FTTLQPLRSI
GLTPGVEYTY TIQVLRDGQE
PTNGQQGTAL
DLSFVDITDS

DITGYRITTT
TVIPEVPQLT
IDYDISVITL
RY5PVKNEED

yytvtgl£E?g
PSIELTNLLV
PTGFDSSDVT
GTEYIVTIIA

TYGETGGNSP

RGRQKTGLDS
NSITLTNLNP
PAVSVRYYRI

SKPVSIN'YQT EIDKPSQMQV
SPDQTEMTIE

\Y
mwesnoagve RVDITYGTH
SQPLIGVQST SSSSS

SPDSTSVIVS GLMVATKYEV
ITGFQVDAIr
TAIDAPSNLR

TISWRTKTST
RSSPWTDAS
PRPG'VTEATI TGLEPGTEYT
LDVPSTVQKT PFVTNPGYDT
DEEVQIGHVP
TDEEPLQFQV

PTDDSCFDPY

LRPRPYLPNV
EYIISCQPVG

GNTVNEGLNQ
GEKWDRQGEN
CFGGQRGWRC
DRDDSRE

CHDNGVNYKI
EYLGAICS-CT
ECFMPLDYQA

fib ronectin -
FNBO
Bos taurus.
Bos taurus

Eukaryotae; m

Vertebrata;

PLTVSQSKPG
TGNTYRVGDT

QAQQIVQPQS
EPEETCFDKY
DTWRRPHETG GYMLECVCLG
DCTCLGEGSG RITCTSRNRC
RHTSLQTTSA
LCTCLGNGVS
I ..
1S

SQLRDQCIVD

TDHTVLVQTR
DMOOI4PPTPT
GITYNVNDTF
IGDSWEKYLQ
APESSHISKY ILRWKPKNSP
VIRFDFTTTS TSPAVTSNTV
VEYELSEEGD EPQYLDLPST
DAPPDPTVDQ VDDTSIWRW
AVEENQESTP
IPVNLPGEHG

NLQFINETDT

PGVQVYNITIY

PVTGYRVDYV
QQATKLDAPT
PLRNLQPGSE
RIGFKLGVRP

YAVSLVAVKG
SQGGEAPREV
LEANPDTGVL
EYNVSVYTVK
YSPVKNEEDV

TPLSPPTNLH
CTFENLSPGL
SIELTNLLVR
SGIDFSDITA
TEYW SIVAL
YGETGGSSPV
IDKPSQMQVT
LQPTVEYWS
YRVRVTPKEK
ENVSPPRRAR

GRQKTALDSP
SITLTNLNPG
AVTVRYYRIT
KPVSINYRTE
PDQTEMTIEG
WTAPNVQLTG
RPAQGWTTL

itochondrial

Mamm alia;

DGHLWCST7S
DNMKWCGTTQ
NGRGQWACIP
CQDSETRTFY
SQPNSHPIQW
LISIQQYGHQ
SASDTVSGFR
ILSTSQTTAP
ANSVTLSDLQ
KVTIMWTPPN
QGRESKPLTA
YNVGPMASKY
TIVITWTPAP
RDAPIVNRW
EEWHADQSS
SIGLRWTPLN
INGGESAPTT
VAELSISPSD
AN FTVHWVA
VNGREESPPL
VQEFTVPGSK
TDVQDNSISV
SV
rYan
TQVSPTTLTA
ALKDTLT
ANGQTPVQRT
FLTTTPNSLL
IYVIALKNNQ
ENGIQLPGTS
RGDVDYHLYP
PGTSTSATLT
TVSHYAVGEE
GQRMSCTCLG
DNCRRPGAAE

bovine .

E utheria

CYDNGKHYQI
YERPKDSMIW
NGKGEWTCKP
NDQDTRTSYR
AIYQPQPHPQ
GGNSNGEPCV
GGNSNGALCH
TNEGVMYRIG
HKRHEEGHML
RGIGEWACQP
DRWKEATIPG
TGETTPLSPV
ATSVNIPDLL
SRPRAPITGY
VFIQQETTGV
QRLPVSRNTF
TVIVIWTPPR
NQQSPRVTGYV
TSESGSIWS
TVSWERSTTP
DDKESVPISD

ESEL

NSKEESLPLV
QEFTVPGSKS
DVQDNSISVR
VYAQNQNGES
TGPMKEINLA
\TDATETTIT

eukaryotes;

NYEQDQKYSF
NYDADQKFGF
YSQLRDQCIV
QIGDSWEKFV
NAPEPSHITK
EVTRFDFTTS
VEYELSEEGD
DAPPDPTVDQ
PGVQYNITIY
SAVTGYRVDV
QQTTKLDAPT
PLRNLQPGSE
RIGFKLGTOP
TPLSPPTNLH
CTFENRNPGL
SSTIGYRIT
LTQQTAVPP?
NAVVLTNLLP
PRAPITG Y II
IGQQSTVSDYV
STATINNIKP
RWLPSTSPVT
SQPLVQTAVT
DGDEDTAELH
QWTAPSVICLT
SRPAQGWTT
ISPDVRSYT
VSWQAPRARI
KSEPLIGRKK
HQQPSVGQQM
HVPGLNPNAS
GLTRGVTYN
WERLSDSGFK
NGKGEFKCDP
PSPDGTTGHT

M et

i A rtiodact

l\f@\lE Y G
PPPYGHCATD
LPFTYNGKTF
FPFLYNNHNY
DQWDKQHDMG
NCTCFGQGRG
LQTYPDTSGP
HLNSYTIKGL
VATSESVTEI
PGRKYTVNVY
RIVYSPSVEG
PRSDKVPPPR
AEVTGLSPGV
ARIVGYRLTV
FTTLQPLGSI
GLTPGVEYVY
DITGYRITTT
TIPAVPPPT
AWLTNLLPG
RATITG YRIR
GQQSTVSDVP
TATISGLKPG
WLPSSSPVTG
QPLVQTAVTT
PDSSSVWSG
ISWRTKTET

a

y

CTDHAVLVQT
CPMAAHEEIC
DDITYNVNDT
HGVRYQCYCY
YILRWRPKTS
ASTPVTSNTV
EPQYLDLPST
VDDTSIWRW
A'IZENQESTP
LPVNLPGEHG
NLQFVNETDR
ytvtimavkag
SQGGEAPREV
LEANPDTGVX
EYNVSVYTVK
WAAGEGIPI
TOLRFTNIGP
GTEYLVSVSS
RHHAEHSAGR
PRDLEVIAST
GADYTITLYA
GYRVTTAPKN
NIDRPKGLAF
GLRPGSEYTV
GYRVRVTPKE
LENVSPPRRA
TGLQPGTDYK
TGYIKYEKP
TDELPQLVTL
IFEEHGFRRT
TGQEALSQTT
IVXALHNQRR
LTCQCEGFGS
HEATCYDDGK
YNQYTQRYHQ

zoa;

la ; R um ina

SALVCTCYGG
RTMTAHRr
GTSYWGETW
RGNLLQCICT
SGWYSVGMQ

YSCTTEGRQD
rmip~T>CDCDD n

S S
RWKCDPVDQC
VQVITETPS
RPGWYEGQL
TASSFW sSw
EISEEGEQNL
RIEr.NIFET
DLQFVEVTDV
TYHFKVFAVN
GLTRGGQPKQ
PHYNTEWET
TISVLRDGQE
PTNGQQGYSL
DLRFTNVGPD
TEYLVSVSSV
HHPENMGGRP
RDLEVIAATP
VDYTITVYAV
YRVTTAPKNG
IPAPTNLKFT
LMVATKYEVS
TGFQVDAIPA

RGGNSNGALC
TTNEGVMYRI
FHKRHEEGHM
GRGIGEWHCQ
TGRWKEATIP
TGETAPFSpyv
ATSVNIPDLL
SRPQAPITGY
VFIQQETT3Y
QRLPVNRNTF
TVLVTWTPPR
NQQSPKATGV
TSDSGSIWS
TVSWERSTTP
DDKESAPISD
FEDFVDSSVG
DTMRVTWP.P ?
VYEQHESIPL
PRQDRVPPSR

N

GLGPTKSQTV
TDVDVDSIKI
SWALHGGME
KTGPMK'EINL
RVTDATETTI
IHLYTLNDNA
GSPPREWPR
PHPNLHGPEI

TPPTAATPVR
CWTDrnrgc

TWAVGEOWS

RTNTNVNCPI

Chordata;

ntia;

SRGFNCESKP
HEGGQSYKIG
EKPYQGWMMYV
GNGRGEWKCE
WLKTQGNKQM
GHLWCSTTSN
NMKWCGTTQN
GRGEWTCVAY
QDSETRTFYQ
QPNSHPIQWS
ISVQHYGQRE
SASDTVSGFR
ILSTSQTTAP
ANSVTLSDLQ
KITIMWTPPE
QGRESKPLTA
YNVGPAASQY
TIVITWTPAP
RDAPIVKKW
TMRVTWAPPS
YEQHESIPLR
REDRVPPSRN
TSLLISWDAP
S KI5
QVTPTSLTAQ
WALKDTLTS
NGQTPIQRT



1 R?z/AST717
1 3AQr 210:K1.
1 SEPErGRKKT
1 qapsigaaqm:
1 -3INPMAST
i LTR3ATYNII
1 ERL3DSGFKL

G(%KCEPH

kZ ZGTAKGY:

3LQPGTDYKI
3. 11KIEKPj
eelpglvtl?
FEEHGFRRTT
GQEALSQTTI
YEAVKDQQRQ
JGQCLGFGSG
EATCYDDGKT

GKSQAYHQAT

HZYTLKIKAA 5 ...,

32-pp7k?2R?
HPNLHGPIn
PPTTATrYRH
BWTPFQE33E
ICYREEVYTI/G
HrRODS &

-2VGEQR" EE

Wkyk/llz3

DAST
kPG. IEATI r

EYP3TVQKTP

GLEPGTEITI
FITNPGYDTG
EEIQIGHVPR
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T his is a sequenced fo r M yoglobin
S tructural c¢class A Il A lp ha

Sequence 17

1. DEFINITION Chain A, Atomic Resolution Crystal structure Aquomet-Mvoglob
ACCESSON 3391450

SORE sperm whale.

(R3-J4SM Physeter catodon
Eukaryota; Metazoa, Chordata; Vertebrata; Mammalia; Eutheria;
Cetacea; Odontoceti; Physeteridae; Physeter.

ORGN
1 MSSEALY IHIWKED VAL RASHETL BERHK THEWSD
61 LKMEB/MT AGIKEG HEHKHA (BADHP IKNEASEA IlHERP
121 GIRZA7GA MNKALH AR DIAAXYKELG Y5
2. DEFINITION predicted usine 3enefinder; Weak similarity to Shark myrglcbi
PU2206).

AQCESSION 06835152
SORE Caenorhabditis elegans.
CRGANSM  Caenorhabditis elegans
Sukaryota; Metazoa; Nematoda; Secernentea; Rhabditia;

o MO TGRS ERie Bleics boane peng

3. DEFANITION ACBIN (WOACB ).
AQCESSION  PO2210
SORE slug sea hare.
CRGANSM Aplysia limacina
Eukaryota; Metazoa, Mollusca; Gastropoda; Opisthobranchia;
Anaspidea; Aplysiidae; Aplysia.
ORGN
1 MSLSAAEADL AGKSWAPVFA NKDANGDAFL VALFEKFPDS ANFFADFKGK SVADIKASPK
61 LRDVSSRIFT RLNEFVNNAA DAGKMSAMLS QFAKEHVGFG VGSAQFENVR SMFPGFYASV
121 AAPPAGADAA WTKLFGLIID ALKAAGK

4. DEFINITION MYOGLOBIN.

ACCESSION P02189
SOURCE pig .
ORGANISM scro fa
Eukaryota; M etazoa; Chordata; V ertebrata; M amm alia; E utheria;
A rtiodactyla; Suiform es; Suina; Suidae;
ORIGIN

1 MGLSDGEWQL VLNVWGKVEA DVAGHGQEVL IRLFKGHPET LEKFDKFKHL KSEDEMKASE
61 DLKKHGNTVL TALGGILKKK GHHEAELTPL AQSHATKHKI PVKYLEFISE AIIQVLQSKH
121 PGDFGADAQG AMSKALELFR NDMAAKYKEL GFQG

n
5. DEFINITION MYOGLOBIN.
ACCESSION P02185
SOURCE sperm w hale.
ORGANISM Physeter catodon
Eukaryota; M etazoa; Chordata; V ertebrata; M ammalia; E utheria;
Cetacea; O dontoceti; P hyseteridae; Physeter.

ORIGIN
1 VLSEGEWQLV LHVWAKVEAD VAGHGQDILI RLFKSHPETL EKFDRFKHLK TEAEMKASED

61 LKKHGVTVLT ALGAILKKKG HHEAELKPLA QSHATKHKIP IKYLEFISEA IIHVLHSRHP
121 GDFGADAQGA MNKALELFRK DIAAKYKELG YQG

/1

6. DEFINITION MYOGLOBIN.

ACCESSION P02176
SOURCE Phocoenoides d a Ili d a Ili.
ORGANISM Phocoenoides d a Ili d alli
Eukaryota,; M etazoa; Chordata; V ertebrata; M ammalia; E utheria;

Cetacea; O dontoceti; Phocoenidae; Phocoenoides.

ORIGIN



1 GLSEGEWQLV LNVWGKVEAD LAGHGQDVLI RLFKGHPETL.

EKFDKFKHLK TEAEMKASED

1 LKKHGNTVLT ALGGILKKKG HHDAELKPLA QSHATKHKIP IKYLEFISEA il '/LH5RHp
/ 121 AEFGADAQGA MNKALELFRK DIATKYKELG FHG -
7. DEFINITION MYOGLOBIN.
ACCESSION P02178
SOURCE humpback whale.
ORGANISM Megaptera novaeangliae
Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Cetacea; M ysticeti; Balaenopteridae; Megaptera.
ORIGIN
1 VLSDAEWQLV LNIWAKVEAD VAGHGQDILI RLFKGHPETL EKFDKFKHLK TEAEMKASED
61 LKKHGNTVLT ALGGILKKKG HHEAELKPLA QSHATKHKIP -KYLEFI3DA IIKYLHSRHP
121 ADEGADAQAA MNKALELFRK DIAAKYKELG FQG
/1
8. DEFINITION MYOGLOBIN.
ACCESSION P02144
SOURCE human.
ORGANISM Homo sapiens
Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Primates; Catarrhini; Hominidae; Homo.
ORIGIN
1 MGLSDGEWQL VLNVWGKVEA DIPGHGQEVL IRLFKGHPET LEKFDKFXHL KSEDEMKASE

61 DLKXHGATVL T.ALGGILKKK GHHEAEIKPL AQSHATKHKI
121 PGDFGADAQG AMNKALELFR KDMASNYKEL GFQG

PVKYLEFISE CIIQVLQSKH

/1
9. DEFINITION MYOGLOBIN.
ACCESSION P02174
SOURCE long-finned pilot whale.
ORGANISM G lobicephala mélas
Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Cetacea; Odontoceti; Delphinidae; Globicephala.
ORIGIN
1 GLSDGEWQLV LNVWGKVEAD LAGHGQDILI RLFKGHPETL EKFDKFKHLK TEAEMKASED
61 LKKHGNTVLT ALGAILKKKG HHEAELKPLA QSHATKHKIP IKYLEFISEA IIHVLHSRHP
1 121 AEFGADAQGA MNKALELFRK DIAAKYKELG FHG
10. DEFINITION MYOGLOBIN.
ACCESSION P02158
SOURCE bat-eared fox.
ORGANISM Otocyon megalotis
Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Carnivora; Fissipedia; Canidae; Otocyon.
ORIGIN
1 GLSDGEWQIV LNIWGKVETD LAGHGQEVLI RLFKNHPETL DKFDKFKHLK TEDEMKGSED
61 LKKHGNTVLT ALGGILKKKG HHEAELKPLA QSHATKHKIP VKYLEFISDA IIQVLQSKHS
I 121 GDFHADTEAA MKKALELFRN DIAAKYKELG FQG
11. DEFINITION MYOGLOBIN.
ACCESSION P02199
SOURCE emperor penguin.
ORGANISM Aptenodytes forsteri
Eukaryota; Metazoa; Chordata; Vertebrata; Archosauria; Aves;
Neognathae; Sphenisciformes; Spheniscldae; Aptenodytes.
ORIGIN
1 GLNDQEWQQV LTMWGKVESD LAGHGHAVLM RLFKSHPETM DRFDKFRGLK TPDEMRGSED
61 MKKHGVTVLT LGQILKKKGH HEAELKPLSQ THATKHKVPV KYLEFISEAI MKVIAQKHAS
121 NFGADAQEAM KKALELFRND MASKYKEFGF QG
n
12 DEFINITION MYOGLOBIN.
ACCESSION P02188
SOURCE common zebra.
ORGANISM Equus burchelli
Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Perissodactyla; Equidae; Equus.
CRIGIN

1 GLSDGEWQQV LNVWGKVEAD IAGHGQEVLI RLFTGHPETL
61 LKKHGTWLT ALGGILKKKG HHEAELKPLA QSHATKHKIP
121 GDFGADAQGA MTKALELFRN DIAAKYKELG FQG

/1

EKFDKFKHLK TEAEMKASED
I KYLEFIS DA IIHVLHSKHP



13. DEFINITION Myogiccrr. (Hers-; Heart) Recembinant Wili-Type.

ACCESSION 2914618
FIERCE Equvs cabal 103.
ORGANISM  Equus caballus
Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Perissodactyia; Equidae; Equus.
ORIGIN
1 GLSDCEVIQQV LM.OIGH/E.-.I IAGHGQEVLI RLFTGHPETL EKFDKFKHLK TEAEMHA3ED
51 LKKHJ- w'IT ALSGILKKH3 HHEAELKFLA. QSHATKHKIP IKYLEFISDA IIHVLHSh'H?
121 GDFGADAQGA N7HALELFEN DIAAKYKELG FQG

1-. DEFINITION ryoglcfcir. - bevine.

ACCESSION MYBC
SCTRCE Bos taurus.
ORGANISM Bos taurus
Eukaryotae; r.itom.:;n.driai eukaryotes; Metazoa; Chordata;
Vertecrata; Mammalia; Eutheria; Artiodactyla; Ruminantia
ORIGIN
1 M3LSDGEVIQL VLNAWGKVEA DVAGHGQEVL IRLFTGHPET LEKFDKFKHL KTEAEMHASE
51 ELKKHGNTVL TA.13Gl LKT-G' GHHEAEVKHL AESHANKHKI PVKTLEFISD A Il HVLKAKH
121 FSDFGACAQA AMSHALELFR NDMAAQYKVL GFHG

Ir. DEFINITION  -eS5letin..
3c3ri-
-1 RCS rattle .

ORGANISM  30s taurus
Eukaryotae; r.itochor.drlal eukaryotes; Metazoa; Chordata;
Vertecrata; Eutheria; Artiodactyla; Ruminantia; Pecora;
CRIGIN
1 MGLSDGEn'QL VLNAWGKVEA DVAGHGQEVL IRLFTGHPET LEKFDKFKHL K7EAEMKASE
61 CLHKHGNT.L TALG3ILKKH GHHEAEVKHL AE3HANKHKI PVKTLEFISD AIIHVLHAKH
121 rSDFGA.IAQA AMSHALELFR NDMAAQYKVL GFHG

16. DEFINITION "loglecir. - c.-.-.ton carp.
A GTESSION MYCA
SCTRCE come: car
ORGANISM Cyprir.us carpio
Eukaryotae; mitochondrial eukaryotes; Metazoa; Chordata;
Verterrata; Retin.egcterygii; Neopterygii; Teleostei; Euteleostei;
O stariephysi; Cyprir.iformes; Cyprinoidea; Cyprinidae;
ORIGIN
1 HDAELVLHGW GGVEADFEGT GGEVLTRLFK QHPETQKLFP KFYGIASNEL AGNAAVKAHG
61 ATVLKKLC-EL LKAR3DHAAI LKPLATTHAN THKIALNNFR LITEVLVKVM AEKAGLCAGG
121 QSALRRVMDV VI GDIDTYYK EIGFAG

1". DEFINITION MYOGLOBIN.
ACCESSION P021R-
SOURCE chicken.
ORGANISM G ali-S aallus
Eukaryotae; Metazoa; Chordata; Vertebrata; Archosauria; Aves;
Neogr.athae; G alliformes; Phasianidae; Phasianinae; Gallus.
ORIGIN
1 GLSDQENTQV LTIWGKVEAD IAGHGHEVLM RLFHDHPETL DRFDKFKGLK TPDQMKGSED
61 LKKHGAT.LT QLGKILKQKG MHESELKPLA QTHATKIIKIP VKYI.EFISEV 11KVIAEKHA
IC1 ADFGADSTAA MKHALELFRN CMASKYKEFG FQG



This is a se(iuenced fer TBP
Structural class:
Sequence 13 sequence

1. DEFINITION TATA box binding protein.
ACCESSION NP_003185
SOURCE human.
ORGANISM Homo sapiens
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Mammalia;
Eutheria; Primates; Catarrhini; Hominidae; Homo.
ORIGIN
1 MDQNNSLPPY AQGLASPQGA MTPGIPIFSP MMPYGTGLTP QPIQNTNSLS T
61 QQRQRRRRRARQAR QRRRRARARR QRRRRRAAAR QQQQQAVAAA AVQQSTSQQA |S S S S
121 LFHSQTLTTA PLPGTTPLY? SPMTPMTPIT PATPASESSG IVPQLQNIVS TVNLGCKLDL
181 KTIALRARNA EYNPKRFAAV IMRIREPRTT ALIFSSGKMV CTGAKSEEQS RLAARKYARV
241 VQKLGFPAKF LDFKIQNMVG SCDVKFPIRL EGLVLTHQQF SSYEPELFPG LIYRMIKPRI
301 VLLIFVSGKV VLTGAKVRAE IYEAFENIYP I1KGFRKTT
n
2. DEFINITION TBP.
ACCESSION CAA11000
SOURCE domestic silkworm.
ORGANISM  Bombyx mori
Eukaryota; Metazoa; Arthropods; Tracheata; Hexapoda; Insecta;
Pterygota; Lepidoptera; Bombycoidea; Bombycidae; Bombyx.
ORIGIN
1 MDHMLPSPYN IPGIGTPLHQ PEEDQQILPN AMQQQQLQQQ ~ LGSSPIVGFG
61 AIMGTPQRSM HTYAPTASYA TPQQMMQPQT PQNMMSPMIA IS S S I SQASPAPMTP
121 LTPLSADPGI LPQLQNIVST VNLDCKLDLK KIALHARNAE YNPKRFAAVI MRIREPRTTA
181 LIFSSGKMVC TGAKSEEDSR LAARKYARII QKLGFTAKFL DFKIQNMVGS CDVKFPIRLE
241 GLVLTHGQFS SYEPELFPG1 IYRMVKPRIV LLIFVSGKW LTGAKVREEI YEAFDNIYPI
301 LKSFKKQ
/1
3. DEFINITION TATA-binding protein.
ACCESSION AAC49986
SOURCE Candida albicans.
ORGANISM Candida albicans

Eukaryota; Fungi; Ascomycota; Hemiascomycetes;
ORIGIN
1 MDLKLPPTNPTNPQQAKTFM KSIEEDEKNK AEDLDIIKKE DIDEPKQEDT TDGNGGGGIG
61 IVPTLQNIVATVNLDCRLDL KTIALHARNA EYNPKRFAAV IMRIRDPKTT A LIFASGKMV
121 VTGAKSEDDSKLASRKYARI IQKLGFNAKF CDFKIQNIVG STDVKFAIRL EGLAFAHGTF
181  SSYEPELFPGLIYRMVKPKI VLLIFVSGKI VLTGAKKREE IYDAFESIYP VLNEFRKN
/1
4. DEFINITION TATA-binding protein.
ACCESSION AAC35362
SOURCE green urchin.
ORGANISM Lytechinus variegatus
Eukaryota; Metazoa; Echinodermata; Echinozoa; Echinoidea;
Euechinoidea; Echinacea; Temnopleuroida; Toxopneustidae;
Lytechinus.
ORIGIN
1 MYNPSQQQHG QIVPVSVHKN QQENQDEGQQ RSHYPQISSQ QSQSYLSVPS IGTPSFGSVG
61 SVTSLAPGSS FIPPSPMAPL TPATPASSES SGIVPQLQNI VSTVNLSCKL ELKKIALHAR
121 NAEYNPKRFA AVIMRIREPR TTALIFSSGK MVCTGAKSED DSRLAARKYA RWQKLGFAA
181 KFLDFKIQNM VGSCDVKFPI RLEGLVLTHG QFSSYEPELF PGLIYRMVKP RIVLLIFVSG
I 241 KWLTGAKVR QEIYDAFNNI YPILKSFKKT T
5. DEFINITION TRANSCRIPTION INITIATION FACTOR TFIID (TATA-BOX FACTOR) (TATA
SEQUENCE-BINDING PROTEIN) (TBP).
ACCESSION 013270
SOURCE chicken.
ORGANISM G allus gallus
Eukaryota; Metazoa; Chordata; Vertebrata; Archosauria; Aves;
Neognathae; G alliformes; Phasianidae; Phasianinae; Gallus.

ORIGIN
4 MDQNNSLPPY AQGLASPQGA MTPGIPIFSP MMPYGTGLTP QPVQSTNSLS ILEEQQRQQQ
QQQAAQSSTS TPQLFHSQTL TTAPLPGTTP LYPSPMTPMT PITPATPASE
121 SSGIVPQLQN LDLKTIALRA RNAEYNPKRF AAVIMRIREP RTTALIFSSG

181 KMVCTGAKSE EQSRLAARKY ARWQKLGFP AKFLDFKIQN MVGSCDVKFP IRLEGLVLTH
241 QQFSSYEPEL FTOLIYRMIK PRIVLLIFVS GKWLTGAKV RAEIYEAFEN IYPILKGFRK

301 TT
/1



6. DEFINITION transcription factor - African clawed frog (fragment).
ACCESSION 151648
SOURCE African clawed frog.
ORGANISM Xenopus laevis
Eukaryotae; mitochondrial eukaryotes; Metazoa; Chordata;
Vertebrata; Amphibia; Batrachia; Anura; Mesobatrachia; Pipoidea;
Pipidae; Xenopodinae; Xenopus.
ORIGIN
1 MDQNNSIPPF QGLASPQGSL TPGINIFSPL ITYGTGLTPQ PVQTTN3LSI LEEQQRQQQQ
61 TQQSTLQQGN QGSGQTPQLF HPQTLTTAPL PGNTPLYPSP ITPMTPISPA TPASESSGIV
121 PQLQNIVSTV NLGCKLDLKT IALRARNAEY NPKRFAAVIM RIREPRTTAL IFSSGKMVCT
181 GAKSEEQSRL AARKYARWQ KLGFPAKFLD FKIQNMVGSC DVKFPIRLEG LVUTHQQFSS
/ 241 YEPELFPGLI YRMIKPRIVL LIFVSGKWL TGAKVRAEIY EAFENIYPIL KGrRKTT
7. DEFINITION transcription initiation factor IID - fission yeast
(Schizosaccharomyces pombe).
ACCESSION A35873
SOURCE fission yeast.
ORGANISM Schizosaccharomyces pombe
Eukaryotae; mitochondrial eukaryotes; Fungi; Ascomycota;
Archaeascomycetes; Schizosaccharomycetales;
Schizosaccharomycetaceae; Schizosaccharomyces.
ORIGIN
1 MDFALPTTAS QASAFMNNSS LTFF/LPNAN NEATNETAD3 GDAEVSKNEG VSGIVPTLQN
61 IVATVNLDCR LDLKTIALHA RNAEYNPKRF AAVIMRIRE? KSTALIFASG KMWLGGKSE
121 DDSKLASRKY ARIIQKLGFN AKFTDFKIQN IVGSCDVKFP IRLEGLAYSH GTFSSYEPEL
I 181 FPGLIYRMVK PKWLLIFVS GKN1,TGAW REEIYQAFEA. IYPVLSEFRK H
8. DEFINITION SptlSp: TATA-box binding protein tflld .
ACCESSION AABG64675
SOURCE baker's yeast.
ORGANISM Saccharomyces cerevisiae
Eukaryotae; mitochondrial eukaryotes; Fungi; Ascomycota;
Hemiascomycetes; Saccharomycetales; Saccnaromycetaceae;
Saccharomyces.
ORIGIN
MADEERLKEF KEANKIVFDP NTRQVWENQN RDGTKPATTF QSEEDIKRAA
61 SGIVPTLQNI VATVTLGCRL DLKTVALHAR NAEYNPKRFA AVIMRIREPK
121 MWTGAKSED DSKLASRKYA RIIQKIGFAA KFTDFKIQNI VGSCDVKFPI RLEGLAFSHG
181 TFSSYEPELF PGLIYRMVKP KIVLLIFVSG KIVLTGAKQR EEIYQAFEAI YPVLSEFRKM
241
/1
9. DEFINITION 43453.
ACCESSION AAD1064 5
SOURCE thaie cress.
ORGANISM Arabidopsis thaliana
Eukaryota; viridiplantae; streptophyta; Embryophyta;
ORIGIN
1 MADQGTEGSQ PVDLTKHPSG IVPTLQNIVS TVNLDCKLDL KAIALQARNA EYNPKRFAAV
61 IMRIREPKTT ALIFASGKMV CTGAKSEHLS KLAARKYARI VQKLGFPAKF KDFKIQNIVG
121 SCDVKFPIRL EGLAYSHSAF SSYEPELFPG LIYRMKLPKI VLLIFVSGKI VITGAKMREE
181 TYTAFENIYP VLREFRKVQQ
/1
10. DEFINITION TRANSCRIPTION INITIATION FACTOR TFIID (TATA-BOX FACTOR) (TATA
SEQUENCE-BINDING PROTEIN) (TBP).
ACCESSION P26357
SOURCE potato.
ORGANISM  Solanum tuberosum
Eukaryota; Viridiplantae; Charophyta/Embryophyta group;
Embryophyta; Tracheophyta; euphyllophytes; Spermatophyta;
Magnoliophyta; eudicotyledons; Asteridae; Solananae; Solanales;
Solanaceae; Solanum clade.
ORIGIN
MADQGLEGSQ PVDLTKHPSG IVPTLQNIVS TVNLDCKLDL KAIALQARNA EYNPKRFAAV
A IMRIREPKTT ALIFASGKMV CTGAKSEQQS KLAARKYARI IQKLGFPAKF KDFKIQNIVG
121 SCDVKFPIRL EGLAYAHGAF SSYEPELFPG LIYRMKQPKI VLLIFVSGKI VITGAKVRDE
181 TYTAFENIYP VLTEFRKNQQ

11. DEFINITION TRANSCRIPTION INITIATION FACTOR TFIID (TATA-BOX FACTOR) (TATA
SEQUENCE-BINDING PROTEIN) (TBP).
ACCESSION Q27850
SOURCE Tetrahymena thermophila.
ORGANISM Tetrahimiena thermophila



ORIGIN
1
61
121
181

241
11

Eukaryota; Alveolata; Ciliophora; Oligohymenophorea;
Hymenostom.atida; Tetrahyroenina; Tetrahymena.

MSSDKTSQQT FKLAPNNSVA QSNSIDQNKN KNNILSTIET MDKSISEDLY
NLSTKLDLKQ IALRARNAEY NPKRFAAVIM RLRDPKTTAL IFASGKMVCT
AARKYAKIIQ KIGFPVQFKD FKIQNIVGST DVKFPINLDH LEQDHKKFVQ
YREFNTKIVL LIFVSGKIVL 7GAKTRENIN KAFQKIYWVL YNYQKKDYRG
KPSIKN

12. DEFINITION TATA-30X BINDING PROTEIN (TATA-BOX FACTOR) (TATA

ACCESSION
SOURCE
ORGANISM

ORIGIN
1
61
121
131
/1

13. DEFINI

ACCESSION
SOURCE

PROTEIN) !TBP).

Q55031

Sulfolobus shibatae.

Sulfolobus shibatae

Archaea; Crenarchaeota; Sulfolobales; Sulfolobus.

ISNSAVSYK? IVNIENIVAT VTLEQSLDLY AMERSIPNIE YDPDQFPGLI
LIFKSGKM'viV  TGAKSTEELI KAVKRIIKTL KKYGIKIMGK PKIQIQNIVA
DKAAFLLENN MYEPEQFPGL IFRMDDPRW LLIFSSGKMV ITGAKREDEV
LAELDCVXPI EEEEELEL

TION TATA-BOX BINDING PROTEIN (TATA-BOX FACTOR) (TATA
PROTEIN) (TBP).
Q56253
Therrr.ococ celer.

ORGANISM  Thermococcus celer
Archaea; Euryarchaeota; Therrr.ococcaies; Thermococcaceae;

61
121
131
11

Thermococcus.

MSNVKLRIEN IVASVDLFTQ LNLERVIEMC PHSKYNPEEF PGIICRFDEP
KLWTGAKSV EDIERAVNKL IQMLKKIGAK FSRAPQIDIQ NMVFSGDIGM

PKLQNIVSTV
GAKTEEDSNR
YEPEIFPGKI
ANLHNQNLNI

SEQUENCE-BINDING

FRLEQPKVTA
SANLHVNVNL
SKAVKRIFDK

SEQUENCE-BINDING

KVALLIFSSG
EFNLDAVALS

LPNCEYEPEQ FPGVIYRVKE PRAVILLFSS GKIVCSGAKS EHDAWEAVRK LLRELEKYDL

IGEGEEEEW

85
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1. DEFINITION plasma membrane ATPase.
ACCESSION AAA33561
Neurospora crassa.

1» Neurospora crassa
Eukaryotae; mitochondrial
Euascomycetes; Pyrenomycetes;
Neurospora.

Fungi; Ascomycota;
Sordariaceae;

eukaryotes;
Sordariales;

ORIGIN
1
61
121
181
241
301
361
421
481
541
601
661
721
781
841
901

/1

2. DEFINITION

ACCESSION

“ N

ORIGIN
1
61
121
181
241
301
361
421
481
541
601
661
721
781
841
901

/1

3. DEFINITION

ACCESSION

ORGN

61
121
181
241

MADHSASGA?
EEEEEEATPG
VGPIQFVMEG
WLRDGTLKE
KGDQVFASSA
VTFTLLIVWV
QKLSAIESLA
AIDKAFLKSL
LKTVEEDHPI
YKTVCEAKTL
VEAADGFAEV
AADIVFLAPG
LWFIAIFAD
GENGGIVQNF
FTIWGWFEHS
SLEDFWSLQ

ALSTNIESGK
GGRWPEDML
AAVLAAGLED
IEAPEWPGD
VKRGEAFWI
SSFYRSNPIV
GVEILCSDKT
KYYPRAKSVL
PEEVDQAYKN
GLSIKMLTGD
FPQHKYNWE
LGAIIDALKT
VATLAIAYDN
GNMDEVLFLQ
DTSIVAWRI
RVSTQHEKSQ

FDEKAAEAAA
QTDTRVGLTS
WVDFGVICGL
ILQVEEGTII
TATGDNTFVG
QILEFTLAIT
GTLTKNKLSL
SKYKVLQFHP
KVAEFATRGF
AVGIARETSR
ILQQRGYLVA
SRQIFHRMYA
APYSQTPVKW
ISLTENWLIF
WIFSFGIFCI

H+-transporting ATPase (EC 3.6.1.35)

(Saccharomyces cerevisiae).

PXBY1P

baker's yeast.
Saccharomyces cerevisiae

Eukaryotae;
Hemiascomycetes;

Saccharomyces.

MTDTSSSSSS
SDNDGPVAAG
VGPIQFVMEA
WIRDGQLVE

YGDQTFSSST
VTATLLLVWT
QKLSAIESLA
AIDKAFLKSL
LKTVEEDHPI

AQTVSEARHL
VENADGFAEV
AADIVFLAPG

LIVFIAIFAD

KGGIIQNFGA
LFGWWSENWT
pDFMAAMQRV

AAA35325

MQRNNGEGRP EGMHRISRFL

SSASSVSAHQ
EARPVPEEYL
AAILAAGLSD
IPANEWPGD
VKRGEGFMW
ACFYRTNGIV
GVEILCSDKT
KQYPKAKDAL
PEDVHENYEN
GLRVKMLTGD
FPQHKYRWE
LSAIIDALKT
VATLAIAYDN
MNGIMFLQIS
DIVTWRVWI
STQHEKET

H+-ATPASE.

mitochondrial
Saccharomycetales;

PTQEKPAKTY
QTDPSYGLTS
WVDFGVICGL
ILQLEDGTVI

TATGDNTFVG
RILRYTLGIT

GTLTKNKLSL
TKYKVLEFHP
KVAELASRGF
AVGIAKETCR
ILQNRGYLVA
SRQIFHRMYS
APYSPKPVKW
LTENWLIFIT
WSIGIFCVLG

eukaryotes;

YQPKPKVEDD
EEWQRRRKY
LLLNAWGFV
PADGRIVTDD
RAAALVNAAS
IIGVPVGLPA
HDPYTVAGVD
FDPVSKKWA
RSLGVARKRG
QLGLGTNIYN
MTGDGVNDAP
YWYRIALSI

NLPKLWGMSV
ITRANGPFWS
MGGVYYILQD

DDAASESSDD
DEVLKRRKKY
LMLNAGVGFV
PTDGRIVTED
RAAALVNKAA
IIGVPVGLPA
HEPYTVEGVS
FDPVSKKVTA
RALGVARKRG
QLGLGTNIYN
MTGDGVNDAP
YWYRIALSL
NLPRLWGMSI
RAAGPFWSSI
GFYYEMSTSE

1

Fungi;

EDEDIDALIE
GLNQMKEEKE
QEFQAG3IVD
AFLQVDQSAL
GGSGHFTEVL
WTTTMAVGA
PEDLMLTACL
WESPQGERI

EGSWEILGIM
AERLGLGGGG
SLKKADTGIA
HLEIFLGLWI

LLGWLAVGT

SIPSWQLSGA
SVGFDNIMHG

plasma membrane -

DDIDALIEEL
GLNQMADEKE
QEFQAGSIVD
CFLQIDQSAI

GGQGHFTEVL
WTTTMAVGA
PDDLMLTACL
WESPEGERI

EGHWEILGVM
AERLGLGGGG
SLKKADTGIA
HLEIFLGLWI

ILGIVLAIGS

PSWQLAGAVF
AFDRLMNGKP

DLESHDGHDA
NHFLKFLGFF
ELKKTLALKA
TGESLAVDKH
NGIGTILLIL
AYLAKKKAIV
AASRKKKGID
TCVKGAPLFV
PCMDPPRHDT
DMPGSEVYDF
VEGSSDAARS
AILNRSLNIE
WITVTTMYAQ
IFXVDILATC
KSPKGNQKQR

Ascomycota;
Saccharomycetaceae;

QSNHGVDDED
SLWKFVMFF
ELKKTLANTA
TGESLAVDKH

NGIGIILLVL

AYLAKKQAIV
AASRKKKGLD
VCVKGAPLFV
PCMDPPRDDT
DMPGSELADF
VEGATDAARS
AILDNSLDID
WITLTTMFLP
AVDIIATMFT
MKEKKSTRSV

EUKARYOTES; [dNI, AsocmcorTa;
ARCHAEASCOMYCETES; SCHIZOSACCHAROMYCETALES;
SCHIZOSACCHAROMYCETACEAE; SCHIZOSACCHAROMYCES.

HGNPFKNNAS

AAPRLTAAPN THAQQANLQS GNTSITHETQ

DNEDEDEDID

ERKKKYGLNQ MKEEKTNNIK
ATVGFVQEYQ AGSIVDELKK

ALIEDLYSQD

KFLSFFVGPI
TMALKASVLR

PQDDSTTRTE VYEEGGVEDS AVDYDNASGN
STSRGQEATT SPSLSASHEK PARPQTGEGS
QEEEQVEEEE SPGPAGAAKV VPEELLETDP KYGLTESEVE
QFVMELAAAL AAGLRDWVDF GVICALLLLN
DGRVKEIEAS EIVPGDILHL DEGTICPADG

yeas



301
361
421
481
541
601
661
721
781
841
901
961
/1
4.
ACCESSION

DEFINITION

RLITKDCFLQ
LVGAAGQSQG
PVGLPAVYTT
CVEGVSPDDL

«
GTNVYNAERL
GVNDAPSLKK
RIALSLHLEI
LWGLATIVGI
SGPFWSSFPS
VYYILSESSS

S66367

VDQSAITGES3
HFTEVLNGIG
TMAVGAAYLA
MT TAFT AFFi3
PDGQRITCVK
EILGIMPCSD
GLSGGGDMPG
ADAGIAVEGA
FLGLWLIIRN
LLAIGTWIVN
WQLSGAVLW
FDRWMHGKHK

LAVDKHQNDT
TILLVLVILT
KKKAIVQKLS
KKKGLDAIDK
GAPLWVFKTV
PPRHDTARTI
SEVNDFVEAA
SDAARSAADI
QLLNLELIVF
TTMIAQGQNR
DILATLFCIF
ERGTTRKLED

MYSS37VKRG
TTFTYTAarv

AIESLAGVEI
AFLKALRNYP
QDDHEVPEAI
HEAIGLGLRI
DGFAEVFPQH
VFLAPGLSAI
IAIFACVATL
GIVQNFGVQD
GWFKGGHQT

FVMQLQRTST

H+-transporting ATPase (EC 3.6.1.35) AHA1O0 -

EAFMWTATA
RSVRLAALLE
LCSDKTGTLT
KAKDQLSKYK
TDAYREQVND
KMLTGDAVGI
KYAWDILQQ
IDALKTSROQI
AIAYDNAPYA
FVT.FT.OTRT.T
IVAVIRIWMY
HHEAEGKVTS

Arabidopsis

DSTFVGRAA3
YTLAITIIGV
KNRLSLGEPY
VLDFHPFDPV
MASRGFRSLG
AKETARQLO4
RGYLVAMTGD
FHRMYAYWY
MKPVKWNLPR
ENWLIFITRC
SFGIFCLIAG

thaliana.

thaie cress.

Arabidopsis thaliana
Eukaryotae; mitochondrial
Charcphyta/Embryophyta group;
plants; Magnoliophyta; Magnoliopsida;
Arabidopsis.

SOURCE
ORGANISM

Viridiplantae;

vascular plants; seed

Brassicaceae;

eukaryotes;
Embryophyta;
Capparales;

ORIGIN

0;
1”1
181
241
301
361
421
481
541
601
661
721
781
841
901

/]

5. DEFINITION

ACCESSION

MAEDLDKFLL
KQENRFVKFL
EENNAGNAAA
PLKIDQSVLT
TGHFQQVL73
LSVTLAIGSH
MDKDTILLLA
DSDGKWYRAT
PGGPWRFCGL
PSSSLLGHNN
PALKKADIGI
IRILGFTLLA

VIGTYLALVT
D"HIC V CT 0 Tori

SWIAEQTRRR

Q07421

DPDTFNRKGI
GFMWNPLSWV
ALMARLALKT

keadEQVANL
LPLFDPPRHD
DEHEAIPVDE
AVADATDAAR
LIWEYDFPPF
VLEYWIIVST
TLLIFAFILA
LSGEAWNLVL
AEIARLLEVH

DLGILPLEEV
MEAAALMAIA
RVLRDGQWQE
GEQVFSGSTC
VGMVLEIIM
RMTAIEEMAG
AIDAAIVSML
CQQKNEIAQR
SGETILRALS
LIEMADGFAG
SSADIVLTDP
MVLIIAILND
TFFEKHFHVK
QLAATLIAVY
DRKTAFTYKK
SVSRHLESVI

|

QDASILVPGD
KQGEIEAWI
FPVQHRSYR

MDVLCCDKTG
ADPREARAN

VYAIIDRFAE
LGVCVKMITG
VFPEHKYEIV
GLSVIISAVL
GTIMTISKDR
SIANNSEQVS
ANISFAKITG
DYGKDDGSPN
KLKQIDQRMI

PLASMA MEMBRANE ATPASE (PROTON PUMP).

LLSGDAEERL
WEDFTGIVCL
IISIKLGDII
ATGSTTFFGK
GINMLLVLLI
TLTLNSLTVD
REIHFLPFNP
KGLRSLAVAY
DQLAIAKETG
KILQEMKHW
TSRAIFQRMR
jIDPCDTDPCW
SAMYLQVSII
IGWRWAGVIW
VTISQRSRSA
RAAHTV

KIFGPNRLEE
LLINATISFF

£ =

GGIPIAMPTV
KNLIEVFVDY
VDKRTAITYI
QEIPEKSNNS
RRLGMGTNMY
GMTGDGVNDA
NYTVYAVSIT
KLNQIFATGI
SQALIFVTRS
LYSLIFYIPL
EELRGSRSRA

capsulatus.

capsulatus

Fungi; Ascomycota; Euascomycetes;
Onygenaceae; Ajellomyces.

SOURCE
ORGANISM

Ajellomyces
Ajellomyces
Eukaryotae;
Onygenales;

Plectomycetes;

ORIGIN

0;
121
181
241
301
361
421
481
541
601
661
721
781
841
901

1/

MAHSAASGAA
EDGEPGGARP
QFVMEAAAIL
NGRLTEVEAP
CYASSAVKRG
LLWWVSSFY
AIESLAGVEI
AFLKSLRYYP
EEDHPIPDEV
NEAKTLGLSI
DGFAEVFPQH
VFLAPGLSAI
TAT FAHT ATT.
GIVQNFGRTH
GWFVGGQTSI
FWSLQRVST

SAAHFEKKTP
VPDELLTTDT
AAGLEDWVDF
EWPGDILQV
EAFMVITATG
RSNSIVTILE
LCSDKTGTLT
RAKSVLTQYK
DSAYKNKVAE
KMLTGDAVGI
KYNWEILQQ
IDALKTSRQI
AIAYDNAPFS

QHEKSS

EVAHEEKKPP
RHGLTDAEW
GVICALLLLN
EEGTIIPADG
DNTFVGRGPA
FTLAITIGV
KTKIAT CT ZX{TDV
VLEFHPFDPV
FATRGFRSLG
ARETSRQLGL
RGYLVAMTGD
FHRMYAYWY
KTPVKWNLPK
ENWLIFITRA
FGCFCVLGGL

LPEEEDEDED
ARRKKYGLNQ
ACVGFVQEFQ
RIVTEEAFLQ
T.VNAA.GAGTG
PVGLPAWTT
CVSGVDPEDL
SKKVSAWLS
VARKRGEGSW
GTNVYNAERL
GVNDAPSLKK
RIALSLHLEI
LWGMSVLLGI
NGPFWSSIPS
YYLLQGSAGF

MDALIEELES
MKEEKENLVL
AGSIVDELKK
VDQSAITGES
HFTEVLNGIG
TMAVGAAYLA
MLTACLAASR
PQGERITCVK
EILGIMPCSD
GLGGGGTMPG
ADTGIAVEGA
FLGLWIAILN
VLAVGTWITL
WQLSGAILLV
DNMMHGKSPK

QDGHIDIEDD
KFLSYFVGPI

TLALKAWLR
LAVDKHKGDT
TVLLILVTLT
KKKAIVQKLS
KKKGIDAIDK
GAPLSVLKTV
PPRHDTAKTI

SEVYDFVEAA
SDAARSAADI
TSLNLQLWF
TTMLVGSENG
DIATLFTIF
KNQKQRSLED

6. DEFINITION proton motive ATPase HI1B.
ACCESSION AAA29228
SOURCE Leishmania donovani.
ORGANISM Leishmania donovani
Eukaryota; Euglenozoa;
Leishmania.

Kinetoplastida; Trypanosomatidae;

ORIGIN
QRRQSVLSKA VSEHDERATG PATDLLPPSK

WGLWGPMPA ALW IAIIIEF ALENWPDGAI
KPTATVYRDS KWQQIDAAVL VPGDLVKLAS

1 MSSKKYELDA AAFEDKPESH SDAEMTPQKP
61 GLTTEEAEEL LKKYGRNELP EKKTPSWLIY
121 LFAIQIANAT IGWYETIKAG DAVAALKNSL



181
241
301
361
421
481
541
601
661
721
781
841
901
961
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7. DEFINITION

ACCESSION
SOURCE
ORGANISM

ORIGIN
1
61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
11
8.
ACCESSION
SOURCE
ORGANISM

ORIGIN

1

61

ibal

181

241

301

361

421

481

541

601

61

721

781

941

901

/1

9. DEFINIT

ACCESSION

SOURCE

ORGANISM

ORGN

DEFINITION

GSAVPA2C |
FGKTAAXLQ3

L SIPIA
MEIQEQCFTF
FDPTTKRTAA
SVAKTDQQGR
LDPNILTADK
AMTGDGVNDA
SFLTYRI5AT
GYDHVIPSSR
AQLPQGKLVT
WHKSRPr.NVL
SDASGSGPIK
ST3PVNAF5P

P12511

Leishmania

NEGVIDVDEA
VESDLGNIHV
LEIWTTTLA
EEGNDLKSTL
TLVDRRSGEK
WHMAGILTFL
LPQIKDAND1
P.ALKRADVGI
LQLVCFFFIA
PQKWNLPVVF
MM; LKISISD
TED-LAWGQTN
PYSDDMKVNG
KVKK

Leishmania doaovani

Eukaryota;

Leishmania.

MSSKKYELDA
GLTTEE.AEEL
LFAIQIANA7
GSAVPADCS X
FGKT.AALLQS

LW S| ?£a
MEIQEQCFTF
FDPTTKRTAA
SVAKTDQQGR
LDPNILTADK
AMTGDGVNDA
SFLTYRISAT
GYC'HVIPSIR
AQLPQGKLVT
WHKSRPCNVL
SDASGSGPIK
STSPVNAFS?

AAB70152

AAFEDKPESH
LKKYGRNELP
IGNYE7IKA3
NE--/IDVDEA
VESDLGNIHV
LEIWTTTLA
EEI-NDLK3TL
TLVDRRSGEK
WHMAGILTFL
LPQIKDANDL
P.ALKRADVGI
LQLVCFFFIA
PCrhiLPWF
KMYLKISISD
TE GLAWGQTN
PYSDDMKVNG
KVICH

Trypanosoma cruri.
Trypanosorr.3 crudi

Eukaryotae;

MNQKNDKSVL
AEAEELLAKY
QLANATIGWY
PADCSINEGV
AVLLQSVESD
VSIPIALEIV

TDSQGRWHLC
ILTADKLPKV
GVNDAPALNR
RISATLQLVC
VPSKLPQRWN
GKWTLLYLK
PDGLLTEGLA
GKWEQYEDE

ION

NNSNNGNFNE
GRNELPEKKT
ETI KAGDAVA
IDVDEAALTG
LGNTHVILSR
VTTTLAVGSK
DLRSVLVLAA
KR7NEKFSVT
GILTFLDPPR
DVNDLPDDLG
ADVGIAVQGA
FFFIACFSLT
LPWFTIAI

ISISDFLTLE
wrrrsvKrnt T

ovani.

Euglenodoa;

mitochondrial

WALTGES:
ILRRvy: ALC
VGSKHL. :<HK
VLAALAV XWR
FDVTKG.: PHV
DPPRPDTKDT
PEDLGEKYGD
AVHGAT7D.AAR
CFSLTPKAYG
V3AS11AAVA
FLTLFSSRTG
AEKLLF1

FEPVKKF

PROBABLE E1-E2 TYPE CATION ATPASS

SDAEMTr QKP
EKKTPSWL 1 Y
DAVAALK}|'3L
ALTGESI1PVT
I LRRVMLALC
VGSKHLS HHK
*LAALAA -/R
FDVTKGAPHV
DPPRPDT;OT
PEDLGEKYG

AVHGATD.AAR
CFSLTPHAYG
VSASILAAVA
FLTLFSSRTG
AEKLLPL

FEPVKK? AZK

protan native ATPase.

QHPPQKFQKR
PSWLIFVILNL
ALKNSLKPVA
ESLPVTMGTD
VMWLTSFSF
KLSRHKIITT
LAAKWREPPR
KGAPHVIIQL
PDTKETIRR3
EKYGEMMLGV
TDAARAAADM
PRNYGSATAD
LAAVACGS3L
SSRTGGRWFF
PLWVWIYCIV
KEPTV

H*-transporting ATPase (EC 3.6.1.35)

(Heterosigma akashiwo).

S$53302

Heterosigma akashiwo.

Heterosigma akashiwo
Eukaryotae;
Raphidophyceae;

mitochondrial
Heterosigma.

Kir.etopiastida;

eukaryotes;

eukaryotes;

MGPEHMPKMG
AISFILCMCC
IIVTKLSAIE
EPPRDALDTM
ILQMVYNQDE
IRRSKEYGVD
MMLSVGGFAQ
AAADMVLTEP
SVDPN FQFr H
CGSSLMLLW
GHFFFYVPPS
IYCIVWWFVQ
3TEKALNLSV

IB.

QRRQSVLSKA
VRGLWGPMPA
KPTATVTRDS
MGPEHMPKMG
AISFILCMCC
I IVTKLSAIE
EPPRDALDTM
ILQMVYNQDE
IRRSKEYGVD
MMLSVGGFAQ
AAADMVLTEP
SVDPNFQFFH
CGSSLMLLWI
GHFFFYVPPS
IYCIVWWFVQ
STEKALNLSV

QSVLSKAISE
WGPMPFALWV
TVHRDGAWKQ
KMPKMGSNWV
TLCLICFIYL
KLTAIEMMSG
DALDTMVLGA
VYNQDEINDQ
KQYGVDVKMI
GGFAQVFPEH
VLTGPGLSW
FQFFHLPVLM
MLLWIALEGW
TMAPGLVLLI
WWLIQDAVKV

SNWRGEVEG
FIYLLARFYE
MMSGVNMLCS
VLGAADLDEC
INDEWDIID
VKMITGDHLL
VFPEHKFMIV
GLSVWEAML
LPVLMFMLIT
GLEGYSSQYY
PILFCGAIIS
DWKVLAHIC
SSGPHKALEG

VSEHDERATG
ALWIAIIEF
KWQQIDAAVL
SNWRGEVEG
FIYLLARFYE
MMSGVNMLCS
VLGAADLDEC
INDEWDIID
VKMITGDHLL
VFPEHKFMIV
GLSVWEAML
LPVLMFMLIT
GLEGYSSQYY
PILECGAII

DWKVLAHIc
SSGPHKALEG

Euglenozoa;

HKEDGVDEVP
Al IIEFALEN
LDAALLVPG
RGEVDGTVQY
MVKFKESFRR
VNMLCSDKTG
ADLDECDNYT
WEIIDSLAA
TGDHVLIAKE
KFMIVEALRQ
VEAMLVSRQV
FMLITLLNDG
SDETYPNSWF
GAIISLFVSS
GTHKLMEWMD

(clone HAAL13)

stramenopiles;

TVQYTGSLTF
TFRHAXQFAV
DKTGTLTLNK
DNYQQLN FVP
SLAARGVRCL
IAKEMCRMLD
ETLRQRGYTC
VSREVFQRML
LLNDGCLMTI
ENSWFHRLGL
LLVSTMAASF
MDAVDLFGCV
LREDTHVLNE

Trypanosomatidae;

PATDLLPPSK
ALENWPDGAI

VPGDLVKLAS
TVQITG LTE
TFRHALQFAV
DKTGTLTLNK
DNYQQLN FVP
SLAARGVRCL
| AKEMCRMLD
ETLRQRGYTC
VSREVFQRML
LLNDGCLMT |

ENSWFHRLGL
LLVSTMAASF
MDAVDLFGCV
LREDTHVLNE

MLPPSKG I.TT
WPDGAILLAI
LVKLASGSAV
TGQNTFFGKT
SLQFSWVLV
TLTLNKMEIQ
QTEFVPFDPT
RGVRCI.SVAK
MCRMLMLDPN
YGFTCAMTG

FQCMLSFITY
CLMTIGYDRV
KALGLAQLKQ
MVASFWHTSR
LFGCVSRAYG

- golden al

1 MQKPPLNRKA SDRAMELNKQ SPATGGPVLF DRKRSMSIDD VMEEREKQDS SGGPIKLGDI
61 RSEDFRRSFH SGRSHDLDIE DPSSSAAAES FEPSTGLTTE EAEILLKQWG KNELIEKTKS



181
241
301
361
421
481
541
601
661
721
781
841
901
961
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DEFINITION

2538 ;

SLPVTMLKGD
AFLIVLSPLL
KMDAIVARL3
KWKEPPKDAL
HIVLDLCHDK
LTIERARVHG
ICQRWDCNS3
AARAAADIVL
DYNSEFPRFW
AOV.RRTT.T.T

VQKPGKLLAA
CTCGCTSTTS
ICSSNLSGS3

AAC27991

APMPIMIWIA
CHRDGQFKNM
NPKMGSTVAR
CGITLWYLLD
AIEELAGMNM
DTMVLGACDV
KRIEEAVDFK
VEVKMVTGDH
FAQVFPEHKF
T PGLTVWE
GMPVIALIMI
WALDSTSPTS
AFLFAVGLST
LGSTTPRVSS
LLSRCLY

P-A??ase.

ILIEAVLENW
NATLLVPGDL

PDMYILCGLQ
VILGAGAAVP

AINGGVGFYE
ADCMINEGQI

GEVEATVTAT GMNTFFGKTA NLIQSVDELG

QGEDFKESIS
LCSDKTGTLT
SLCNPFTQLD
VLELAERGIR
QVIAKETARV
VTVEAVRMGG
AIIVARKIFA
TLLNDGTIIS
LFNKFGVELE
ANSLTWPFGE
LNTTAENMLM

FWVLLVASI

LNKMVIQDDC
YTPFDPTLKR
SLAVARTNAK
LDMGTNILGC
FEVGMTGDGV
RMKSFIVYRV
IAYDNVQSSK
YAEVMAVMYL
GMAALPPVAP
RMRRLEEGMV

PIAIEVWTA
PMFVDGITPE
TEAELKGPDG
GQWFMLGILT
DGLPTLDAEG
NDAPALKRAD
ACTLQLLVFF
NPEVWNLPAV
KVSLSDFLTL
PPSGHTVWCG
VSQQMILLVL

MYKAGNAVAA
EYDQAALTGE
KLQKILLYIM
TMALGSRELA
DVILHAALAA
KTFKVTKGAP
FLDPPRPDTK
KLPSGAEMAD
I3IAVQGATD
FVGVLWLHPQ
YWSTVLGMI
FASRTHGPFW

SSSS

nidulans.

nidulans
Fungi;
Trichocomaceae;

Eraericeila
Emericella
Eukaryotae;
Eurotiales;

SOURCE

ORGANISM
Ascomycota; Euascomycetes; Plectomycetes;
Emericella.

ORIGIN

1 MAERKISY.AA DVENGDHSRP TDVNDDAGLD EYGPLNRYIS TARDNRCGST SSAGALSMKQ

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
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11.

DEFINITION

KKKPWYKFKA
VQFIGYFRG?
GDIAMKAWX
ATANDDTLKE
KAYAIVTATA
HLKIATPEH3
LAGVDILCSD
TLRRYPKARE
EEAQKFREKA
SVKMLTGDAL
YQWEMLQQC
DAIKLARQIF
VAYDNAHFEA
FLEVSLTENW
FSTNNDTDIV
LSKLAIEHEV

KAGGENGEEG
ILYVMELAVL
RDGQEQEILA
NDDDDDDHGI
KHSFVGKTAA
DNTLLHWTLI
KTGTLTANQL
ILARNWVTEK
SEFARRGFRS
AIAKETCKML
GHLTAMTGDG
QRMKAYIQYR
RPVEWQLPKI
L1 FVTRGGKT
TWVIWAYSI
DANGKSRYTL

(Saccharomyces cerevisiag).
ACCESSION  PXBY2P

SOURCE
ORGANISM

ORIGIN

i)
bl
181
241
301
361
421
481
541
601
661
721
781
841
901
n
12. DEFINI
ACCESSION
SOURCE

baker's yeast.
Saccharomyces cerevisiae

Eukaryotae;
Hemiasccmycetes;

Saccharomyces.

MSSTEAKQYK
ADDSDSDEDI
EVARRRKKYG
LLNASVGFIQ
ATY4ARTVT Frxt
AAALVGQASG
IGVPVGLPAV
EPYTVEGVS?
DPVSKKVTAV
ALGVARKRGE
LGLGTNIYNA
TGDGVNDAPS

YRIALSLH
LPRLWGMSII

TION
P19657
baker'

EKPSKEYLHA
DQLIDELQSN

LNQMAEENES
EFQAGSIVDE

FLQIDQSAIT

VEGHFTEVLN

VITTMAVGAA
DDLMLTACLA
VESPEGERIV
GHWEILGVMP
ERLGLGGGGD
LKKADTGIAV
LEIFLGLWIA
LGIVLAIGSW
SWQLAGAVFA
FDRLMNGKSL

PLASMA MEMBRANE

yeast.

mitochondrial
Saccharomycetales;

FVAPEDWLET
LAAGLRDWID
RELVTGDIW
EARLGV LVA
LVQGAQDQGH
LLIGVPVGL
SIREPYVNEG
YTPFDPVSKR
LGVAVQKEGE
ALSTKVYDSE
VNDAPSLKKA
IALCIHLELY
WVISWLGVL
WPSWQLVGAI
GVTIHIAW Y
GARAEPEDDE

H+-transporting ATPase (EC

SDGDDPANNS
YGEGDESGEE
LIVKFLMFFV
LKKTLANTAT
GESLAAEKHY
GIGIILLVLV
YLAKKQAIVQ
ASRKKKGLDA
CVKGAPLFVL
CMDPPRDDTA
MPGSELADFV
EGATDAARSA
ILNNSLDINL
ITLTTMFLPN
VDIIATMFTL
KEKKSTRSVE

ATPASE 2 (PROTON PUMP)

ORGANISM Saccharomyces cerevisiae

eukaryotes;

DLNGLPSSQI
LGVIIGILML
IEEGTIVPAD
VDQSAITGES
FKAVMDNIGT
PWTTTTLAV

c PDDW Prrwv

naw"
VRLICDYDKP
LAVDKYMADT
SLLVLVMFWI
GAAYLAEQKA

VDVNWMMAVA AIASNHNVKN

ITTICTCDGV
PWQLLGMYPM
RLIHGGLAGS
DCGIAVEGST
LVTSMIIINE
LAAGTWTMRA
FWDVLATLF
YLLTIHPALD

3.6.1.35) 2,

AASSSSSSST
EVRTDGVHAG
GPIQFVMEAA
VIRDGQLIEI
GDEVFSSSTV
IATLLLVWTA
KLSAIESLAG
IDKAFLKSLI
KTVEEDHPIP
QTINEARNLG
ENADGFAEVF
ADIVFLAPGL
IVFIAIFADV
GGIIQNFGAM
FGWWSENWTD
DFMAAMQRVS

Fungi;

SSS
AQHDLVEKAD
EAAQAAADIV
TIKADLIVFI
SLFLENGGII
CVFGWLAGDY
NLGRKNRSW

STSASSSAAA
QRWPEKDLS
AILAAGLSDW
PANEWPGEI

KTGEAFMWT
CFYRTVGIVS
VEILCSDKTG
EYPKAKDALT
EDVHENYENK
LRIKMLTGDA
PQHKYRWEI

SAIIDALKTS

ATLTIAYDNA
NGVMFLQISL
IVSWRVWIW
TQHEKSS

plasma membrane -

ELTTSKTNFF

k QAGNVRSLK

LAAHIGGFYR
IVQKLTAIES

LDPIDKVTIL
A.ILAMSECSP
TIAEAQHLGL
GFAEVFPEHK
FLAPGLSTIV
ALFANr.ATTA

QNFGSPQPML
VETSPPSQAT
DTKVENLLNH

Ascomycota;
Saccharomycetaceae;

VODVAAAA A

TDPAYGLTSD
VDVGVICALL
LQLESGTIAP
ATGDNTFVGR
ILRYTLGITI

TLTKNKLSLH
KYKVLEFHPF
VAELASRGFR
VGIAKETCRQ
LONRGYLVAM
RQIFHRMYSY
PYAPEPVKWN
TENWLIFVTR
SIGIFCVLGG

yeast



ORIGIN

/1

13.

6

Eukaryotae;

MSSTEAKQYK
addsdsd£di

121 EVARRRKXYG

181
241
301
361
421
431
541
601
661
721
731
841
901

DEFINITION

ACCESSION

SOURCE

ORGANISM

/1

61

181
241
301
361
421
481
541
601
661
721
781
841
901
961

LLNASVGFIQ
ADGRIVTEDC
AAALVGCASG
IGVPVGLPAV
EPYTVEGY5P
DPVSKKVTAV
ALGVARKRGE
LGLGTNIYNA
TGDGVNEAPS

YRIALSLH
LPRLWGMSII
PAG?Fa's Slp
FYYIMSTSQA

AAD11605

Emericella
Emericella
Eukaryota;
Eurotiaies;

MAERKISYAA
KKKPWYKFWA
VQFIGYFRGP
GDIAMKAYVK
ATANDDTLKE
KAYA IVTATA
HLKIATPEHS
LAGVDILCSD
TLRRYPKARE
EEAQKFREKA
SVKMLTGDAL
YQWEMLOQR
DAIKLARQIF
VAYDNAHFEA
FLEVSLTENW
FSTNNDTDIV
LSKLAIEHEV

Fungi;

EKPSKEYLHA
DQLIDELQSN
LNQMAEENES
EFQAGSIVDE
FLQIDQSAIT
VEGHFTEVLN
VTTTMAVGAA
DDLMLTACIA
VE3PEGERIV
GHWEILGVMP
ERLGLGGGGD
LKKADTGIAV
LEI FLGLWTA
LGIVLAIGSW

QLAGAVFA
FDRLMNGKSL

plasma membrane

nidulans
Fungi; A
Tricnoco

DVEMGDHSR?
KAGGENGEEG
ILYVMELAVL
RDGQEQEILA
NDDDDDDHG
KHSFVGKTAA
DNTLLHWTL
KTGTLTANQL
ILARNWVTEK
SE FARRGFRS
AIAKETCKML
GHLTAMTGDG
QRMKAYIQYR
RPVEWQLPKI
LIFVTRGGKT
TVWTWAYSI
DANGKSRYTL

Ascomycota;

SDGDDPANNS
YGEGDESGEE
LIVKFLMFFV
LKKTLANTAT
GESLAAEKHY
GIGIILLVLV

YLAKKQAIVQ
ASRKKKGLDA
CVKGAPLFVL
CMDPPRDDTA
MPGSELADFV
EGATDAARSA
ILNNSLDINL

ITLTTMFLPN

VDIATMFTL
KEKKSTRSVE

H(+)ATPase.

nidulans.

scomycota;
maceae;

TOVNDSAGL
FVAPEDWLET
LAAGLRDWTD
RELVTGDIW
EARLGVSLVA
LVQGAQDQGH
LLIIGVPVGL
SIREPYVNEG
YTPFDPVSKR
LGVAVQKEGE
ALSTKVYDSE
VNDAPSLKKA
IALCIHLELY
WVISWLGVL
? SWQLVGAI
GVTIIIAWY
GARAEPEDDE

Hemiascomycetes;

AAGGGG G.'T
EVRTDGVHAG
GPIQFVMEAA
VIRDGQLIEI
GDEVFSSSTV
IATLLLVWTA

s S

KTVEEDHPIP
QTINEARNLG
ENADGFAEVF
ADIVFLAPGL
IVFIAIFADV
GGIIQNFGAM
FGWV ENWTD
DFMAAMQRVS

Euascomycetes;
Emericella.

EYGALNRYIS
DLNGLPSSQI
LGVIIGILML
IEEGTIVPAD
VDQSAITGES
FKAVMDNIGT
PWTTTTLAV
VDVNWMMAVA
ITTICTCDGV
PWQLLGMYPM
RLIHGGLAGS
DCGIAVEGST
LVTSMIINE
LAAGTWIMRA
FWDVLATLFE
YLLTIPALD

STSASSSAAA
QRWPEKDLS
AILAAGLSDW
PANEWPGEI
KTGEAFMWT
CFYRTVGIVS
VEILC5DKTG
EYPKAKDALT
EDVHENYENK
LRIKMLTGDA
PQHKYRWEI
RAT TDATKTR
ATLTIAYDNA
NGVMFLQISL
IVSWRVWIW
TQHEKSS

TARDNRRGST
EPRRKRGGWN
NAWGWYQEK
VRLICDYDKP
LAVDKYMADT
SLLVLVMFWI

GAAYLAEQKA
AIASNHNVKN
RYTCAKGAPK
FDPPREDTAH
AQHDLVEKAD
EAAQAAADIV
TIKADLIVFI

SLFLENGGII

CVFGWLAGDY
NLGRKNRSW

VPRhTAAAAMA
TDPAYGLTSD
VDVGVICALL
LQLESGTIAP
ATGDNTFVGR
ILRYTLGITI
TLTKNKLSLH
KYKVLEFHPF
VAELASRGFR
VGIAKETCRQ
LONRGYLVAM
RQIFHRMYSY
PYAPEPVKWN
TENWLIFVTR
SIGIFCVLGG

Plectomycetes;

SSAGALSMKQ
ELTTEKTNFF
QAADWASLK
ETYETYKEYL
CYYTTGCKRG
LAAWIGGFYR
IVQKLTAIES
LDPIDKVTIL
AILAMSECSP
TIAEAQHLGL
GFAEVFPEHK
FLAPGLSTIV
ATFAHTATTA
QNFGSPQPML
VETSPPSQAT
DTKVENLLNH

90



Triose

phosphate Isomerase

Structural class: Alphal/Beta
Similar to Chitinase
14 sequence

1 DEFINITION triosephesphate isomerase 1.
ACCESSION NP_000356
SOURCE human.
ORGANISM  Homo sapiens
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Mammalia;
Eutheria; Primates; Catarrhini; Hominidae; Homo.
ORIGIN
I MAPSRKFFVG GKWKMNGRKQ 3LGELIGTLN AAKVPADTEV VCAPPTAYID FARQKLDPKI
61 AVAAQNCYKV TNGAFTGEIS PGMIKDCGAT WWLGHSERR HVFGESDELI GQKVAHALAE
121 GLGVIACIGE KL2EREAGI7 EKWFEQTKV IADNVKDWSK WLAYEPVWA IGTGKTATPQ
131 QAQEVHEKLR GWLKSNVSCA YAQSTRIIYG GSVTGATCKE LASQPDVDGF LVGGASLKPE
241 FVDIINAKQ
/1
2. DEFINITION TRIOSEPKC3PHATE ISOMERA.SE (TIM).
ACCESSION P48500
SOURCE Norway rat.
ORGANISM Rattus norvezicus
Eukaryotae; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Rodentia; Sciurogr.athi; Muridae; Murinae; Rattus.
1 MAPSRKFFVG GNWKMNGRKK CLGELIC7LN AAKLPADTEV VCAPPTAYID FARQKLDPKI
61 AVAAQNCYKV TNGAFTGEIS PGMIKDLGAT WV/LGHSERR HIFGESDELI GQKVNHALSE
121 GLEVIACIGE KLCEREAGIT EKWFEQTKA IACNVKDWCK WLAYEPVWA | GTGKTATPQ
131 QAQEVHEKLR GWLHCNVSE3 VAQCTRIIYG GSVTGATCKE LASQPDVDGF LVGGASLKPE
241 FVDIINAKQ
/1
3. isomerase,triosepnosphate.
ACCESSION 223374
SOURCE human.
ORGANISM Homo sapiens
Eukaryotae; .mitochondrial eukaryotes; Metazoa; Chordata;
Vertebrata; Eutheria; Primates; Catarrhini; Hominidae; Homo.
ORIGIN
1 APSRKFFVGG NWKMNGRKKN LGELITTLNA AKYPADTEW CAPPTAYIDF ARQKLDPKIA
61 VAAQNCYKVT NGAETGEISP GMIKDCGATW LGHSERRH VFGESDELIG QKVAHALSEG
121 LGVIACIGEK LDEREAGITE KWFEQTKVI ACNVKDWSKV VLAYEPVWAI GTGKTATPQQ
131 AQEVHEKLRG WLKSNVSDAV AQSTRIIYGG SVTGATCKEL ASQPDVDGFL VGGASLKPuF
241 VDIINAKQ
/1
4. DEFINITION triose-phosphate isomerase
ACCESSION AAA354 38
SOURCE chimpanzee.
ORGANISM  Pan troglodytes
Eukaryotae; mitochondrial eukaryotes; Metazoa; Chordata;
Vertebrata; Eutheria; Primates; Catarrhini; Hominidae; Pan.
ORIGIN
1 MAPSRKFFVG GNWKMNGRKQ SLGELIGTLN AAKVPADTEV VCAPPTAYID FARQKLDPKI
61 AVAAQNCYKV TNGAFTGEIS PGMIKDCGAT WVVLGHSERR HVFGESDELI GQKVAHALAE
121 GLGVIACIGE KLDEREAGIT EKWFEQTKYV IADNVKDWSK WLAYEPVWA | GTGKTAT PQ
181 QAQEVHEKLR GWLKSNVSDA VAQSTRIIYG GSVTGATCKE LASQPDVDGF LVGGASLKPE
241 FVDIINAKQ
I
5. DEFINITION TRIOSEPHOSPHATE ISOMERASE (TIM).
ACCESSION P00939
SOURCE Oryctolagus cuniculus.
ORGANISM Oryctolagus cuniculus
Eukaryotae; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Lagomorpha; Leporidae; Oryctolagus.

CRIGN



1 APSRKFFVGG NWKMNGRKKN LGELITTLNA AKVPADTEW CAPPTAYIDF ARQKLDPKIA
61 VAAQNCYKVT NGAFTGEISP GMIKDCGATW WLGHSERRH VFGESDELIG QKVAHALSEG
121 LGVTACIGEK LDEREAGITE KWFEQTKVI ADNVKDWSKV VLAYEPVWAI GTGKTATPQC
181 AQEVHEKLRG WLKSNVSDAV AQSTRIIYGG SVTGATCKEL ASQPDVDGFL VGGASLKPEr
241 VDIINAKQ
/1

6. DEFINITION TPI.

ACCESSION AAC36016
SOURCE house mouse.
ORGANISM  Mus musculus
Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Rodentia; Sciurognathi; Muridae; Murinae; Mus.
ORIGIN
1 MAPTRKFFVG GNWKMNGRKK CLGELICTLN AANVPAGTEV VCAPPTAYID FARQKLDPKI
61 AVAAQNCYKV TNGAFTGEIS PGMIKDLGAT WWLGHSERR HVFGESDELI GQKVSHALAE
121 GLGVIACIGE KLDEREAGIT EKWFEQTKV IADNVKDWSK VVLAYEPVWA IGTGKTATPQ
181 QAQEVHEKLR GWLKSNVNDG VAQSTRIIYG GSVTGATCKE LASQPDVDGF LVGGASLKPE
241 FVDIINAKQ
/1
7. DEFINITION triosephosphate isomerase.
ACCESSION CAA30823
SOURCE rhesus monkey.
ORGANISM Macaca mulatta
Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria;
Primates; Catarrhini; Cercopithecidae; Cercopithecinae; Macaca.
ORIGIN
1 MAPSRKFFVG GNWKMNGRKQ NLGELIGTLN AAKVPADTEV VCAPPTAYID FARQKLDPKI
61 AVAAQNCYKV TNGAFTGEIS PGMIKDCGAT WWLGHSERR HVFGESDELI GQKVAHALAE
121 GLGVIACIGE KLDEREAGIT EKWFEQTKV IADNVKDWSK WLAYEPVWA IGTGKTATPQ
181 QAQEVHEKLR GWLKSNVSEA VAQSTRIIYG GSVTGATCKE LASQPDVDGF LVGGASLKPE
241 FVDIINAKQ
/1

8. DEFINITION TIM.

ACCESSION AAA49094
SOURCE chicken.
ORGANISM G allus gallus
Eukaryotae; mitochondrial eukaryotes; Metazoa; Chordata;
Vertebrata; Archosauria; Aves; Neognathae; Galliformes;
Phasianidae; Phasianinae; Gallus.
ORIGIN
1 MAPRKFFVGG NWKMNGDKKS LGELIHTLNG AKLSADTEW CGAPSIYLDF ARQKLDAKIG
61 VAAQNCYKVP KGAFTGEISP AMIKDIGAAW VILGHSERRH VFGESDELIG QKVAHALAEG
121 LGVIACIGEK LDEREAGITE KWFEQTKAI ADNVKDWSKV VLAYEPVWAI GTGKTATPQQ
181 AQEVHEKLRG WLKSHVSDAV AQSTRIIYGG SVTGGNCKEL ASQHDVDGFL VGGASLKPEF
241 VDIINAKH
/1
9. DEFINITION triosephosphate isomerase.
ACCESSION AAC37247
SOURCE Anopheles sp.
ORGANISM Anopheles sp.
Eukaryotae; mitochondrial eukaryotes; Metazoa; Arthropoda;
Tracheata; Insecta; Pterygota; Diptera; Nematocera; Culicoidea;
Culicidae; Anopheles.
ORIGIN
1 VGGNWKMNGD KASITELCKT LSAGPLDPNT EWVGCPAPY LSLARSLLPE TIGVAAQNCY
61 KVAKGAFTGE ISPAMLKDLG LGWWLGHSE

10. DEFINITION triosephosphate isomerase.
ACCESSION AAC37246
SOURCE Spodoptera littoralis .
ORGANISM Spodoptera littoralis
Eukaryotae; mitochondrial eukaryotes; Metazoa; Arthropoda;
Tracheata; Insecta; Pterygota; Lepidoptera; Noctuoidea;
ORIGIN
1 VGGNWKMNGD KKQVTEIVET LKKGPLDSNV EVWGVPAIY LEYVQSIVPN TINVAAQNCW
61 KSPKGAFTGE ISPAMIKDIG ANWWLGHSE R
/1
11. DEFINITION TRIOSEPHOSPHATE ISOMERASE (TIM).
ACCESSION P50921
SOURCE Vibrio marinus.
ORGANISM Vibrio marinus



ORIGIN
1
61
121
181
241

/1

12. DEFINITION

ACCESSION
SOURCE
ORGANISM

ORIGIN
1
61
121
181
241
/1

13. DEFINITION

ACCESSION
SOURCE

ORGANISM

ORIGIN
1
61
121
181
241
/1
14. DEFINI
ACCESSION
SOURCE

ORGANISM

ORIGIN

Eubacteria; Proteobacteria; gamma subdivision; Vibrionaceae;

Vibrio.

MRHPWMGNW
IILGAQNTDL
NGLTPVLCIG
TAEDAQRIHA

KLNGSKEMW DLLNGLNAEL EGVTGVDVAV APPALFVDLA ERTLTEAGSA
NN3GAFTGDM SPAMLKEFGA THIIIGHSER REYHAESDEF VAKKFAFLKE
ESDAQNEAGE TMAVCARQLD AVINTQGVEA LEGAIIAYEP IWAIGTGKAA
QIRAHIAEKS EAVAKNWIQ YGGSVKPENA AAYFAQPDID GALVGGAALD

AKSFAAIAKA AAEAKA

P48499

TRIOSEPHOSPHATE ISOMERASE {TIM}.

Leishmania mexicana.

Leishmania mexicana

Eukaryota; Euglenozoa; Kinetoplastida; Trypanosomatidae;
Leishmania.

MSAKPQPIAN
YVISAINAIA
GFMVIACIGE
PEQAQEVHLL
PEFRDIIDAT

P04790

ANWKCNGTTA SIEKLVQVFN EHTISHDVQC WAPTFVHIP LVQAKLRNPK
KSGAFTGEV3 MPILKDIGVH WVILGHSERR TYYGETDEIV AQKVSEACKQ
TLQQREANQT AiOV/LSOTSA IAAKLTKDAW NQWLAYSPV WAIGTGKVAT
LRKWSENIG TDVAAKLRIL YGGSVNAANA ATLYAKPDIN GFLVGGASLK
R

TRIOSEPHOSPHATE ISOMERASE (TIM).

Escherichia coli.
Escherichia coli
Eubacteria; Proteobacteria; gamma subdivision;

MRHPLVMGNW
LGAQNVDLNL
LTPVLCIGET
AQAQAVHKFI
AFAVIITCAAE

TION
AAC39065
fruit fly

KLNGSRHMVH ELVSNLRKEL AG\71GCAVAI APPEMYIEMA KREAEGSHIM
SGAFTGETSA AMLKDIGAQY I[IIGHSERRT YHKESDELIA KKFAVLKEQG
EAENEAGKTE EVCARQIDAV LKTQGAAAFE GAVIAYEPVW AIGTGKSATP
RDHIAKVDAN IAEQVIIQYG GSVNASNAAE LFAQPDIDGA LVGGASLKAD
.RAKQA

triose phosphate isomerase.

Drosophila melanogaster

Eukaryota; Metazoa; Arthropoda; Tracheata; Hexapoda; Insecta;
Pterygota; Diptera; Brachycera; Muscomorpha; Ephydroidea;
Drosophilidae; Drosophila.

MSRKFCVGGN
AGQNAYKVAK

WKMNGDQKSI AEIAKTLSSA ALDPNTEWI GCPAIYLMYA RNLLPCELGL
GAFTGEISPA MLKDIGADWV |ILGHSERRAI FGESDALIAE KAEHALAEGL

12. KVIACIGETL EEREAGKTNE WARQMCAYA QKIKDWKNW VAYEPVWAIG TGKTATPDQA
181 QEVHAFLRQW LSDNISKEVS ASLRIQYGGS VTAANAKELA KKPDIDGFLV GGASLKPEFV

241
/1

DIINARQ
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