1.
50% transaminase (SGOT
histopathology
1.1 transaminase
GOT
' sucrose 3 \
(p >0.05) ( 18 )
( ' 19)
SGOT 3
1200 1500 mg.kgl) (p <0.05)
24
900
(p > 0.05) '
1 1500
, 48
( 120)
SGPT
(p <0.05) " 12
900
12
60

SGPT)

( =8-10

SGPT
SGOT SGPT
(p > 0.05)
(900,

12

SGOT

1

1200
SGOT

SGPT

1200
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1 1500 1
SGPT 36
(p > 0.05) 60
12 ( 21)
SGOT SGPT
900 1 SGOT
(82.81 £ 5.99 SFunitsiml) 12 (p < 0.05)
(62.82 + 2.04 SFunits/ml)
(57.30 £ 2.35 SFunits/ml) (p >0.05) 24
SGPT 12
(33.98 £ 5.83 SFunitsiml)
48 (22.73 £ 2.84 SFunits/ml)
60 (16.42 + 2.66 SFunits/ml)
1500 1
SGOT 12 ( 78.34
t 471 SFunitsiml) 36
(78.55 £ 3.49 SFunits/ml) 48
(68.18 £ 4.57 SFunits/ml) SGPT
36 (39.61 + 1.96 SFunits/ml)
12 (32.20 £ 6.50
SFunits/ml) (p < 0.05) 60
(29.00 £ 2.33 SFunits/ml) SGPT 12

(19.63 + 1.89 SFunits/ml)

1200 , 1
SGOT SGPT
SGOT SGPT 1500
1 SGOT 12
(76.74 £ 4.24 SFunits/ml) (p < 0.05) SGOT

24 (79.81 + 4.60 SFunits/ml)
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, 48
(64.40 £ 5.45 SFunits/ml) SGPT
: 1200 1 2
12 (34.23 £ 5.62 SFunits/ml) 36
(34.90 + 2.65 SFunits/ml)
SGPT 60 (22.38 + 3.16
SFunits/ml) ( 22 23)
1.2 histopathology
50 <6 histopathology
histopathology sucrose
( ' 24)
central vein
cytoplasm
: 12
900 1
central vein central vein sinusoid
central vein H&E cytoplasm
+1 25)
1200 1
central vein central vein
(hydropic degeneration) central vein vacuolar
degeneration midzone central vein
sinusoid +2 50 %
( 26) 1500 1
cytoplasm H&E central vein (centrilobula
Necrosis) midzone centrilobular necros:
midzone +3 50 6

(  27)
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SGOT Activity (SFunits/ml)
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(H &E X 200)
60 Sucrose
(H & E X 200)

12
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central vein
(H & E X 200)

900

central vein

12
1
sinusoids
+1

13



26

Ty 12
1200 ,

(hydropic degeneration)

central vein
midzone
(H & E X 200)

vacuolar degeneration

+2

4



27 ;12
1500 1
central vein (centrilobular
necrosis) midzone
centrilobular necrosis midzone
+3 (H & EX 200)

15
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12
(normal cells)
sucrose 3 (p > 0.05)
(40.53 £ 2.39 35.33 £ 2.7T% )
(p <0.05) ( ' 28)
(degeneration) (38.20 + 2.44%)
sucrose (39.77 + 1.36%) , (p >0.05)
' 900 1
(45.27 £ 2.02%) 1500 1 (4452 ¢
4.80%) (p <0.05)
' 1200 1 (40.77 £ 1.15%)
(38.20 £ 2.44%) (p > 0.05)
( 29)
(necrosis)
' (p < 0.05)
1200 1
(58.63 £ 1.27%) 1500 1 (55.04 £ 4.70%)
50% ' 900
, 1 (46.53 £ 2.24%) 50%
(20.33 £ 0.75%) sucrose (23.97 + 2.18%)
(p >0.05) ( 30)
(mitosis) 1500
1 (0.04 £ 0.04%) (0.96 £
0.38%) (p <0.05) 900
1 (1.03 + 0.41%) 1200 1 (0.30 £
0.19%) '

(0 >0.05) ( 31)
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1 1
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% Mitosis
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Control intervention
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Sucrose sucrose 3
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1 1
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, 1 1
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1 1

(p <0.05)



2. [ 100 1
1200
1 transaminase (SGOT
SGPT) histopathology
2.1 transaminase
SGOT SGPT
, (p>0.05) ( 32)
12 SGOT
, (1200 mg.kg'l) (75.20 £ 5.01 SFunits/ml)
' (100 mg.kg-1) (72.09 £ 3.05 SFunits/ml)
(61.42 £ 1.94 SFunits/ml) .
(59.54 £ 0.47 63.32 + 2.91 SFunits/ml )
(p < 0.05) (100 mg.kg-1)
(1200 mg.kg'l) SGOT (69.78 £ 3.24 SFunits/ml)
(61.42 £ 1.94 SFunits/ml) ,
(p >0.05) (61.28 £ 2.64 SFunits/ml)
(p <0.05) ( 33)
24 SGOT
' (100 mg.kg'L) (1200 mg.kg'l)
(60.32 £ 3.11 SFunits/ml)
(1200 mg.kg"1) SGOT '
36 SGOT
(p > 0.05)
, 48
', (100 mg.kg-1)
SGOT (43.99 £ 3.07 SFunits/ml) (63.28 +

81

289 SFunitsiml) (p < 0.05) 60
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(36.74 £ 1.37 SFunits/ml)
SGOT (100 mg.kg"1)

(1200 mg.kg'1) 36, 48 60
(b <0.05) ( 33)

SGPT 12
(1200 mg.kg'l) SGPT
(40.47 £ 3.28 Sfunits/ml) (19.33 + 1.45
SFunits/ml) (17.36 + 3.32 SFunits/ml) (p < 0.05)
(100 mg.kg'1) (1200 mg.kg'l)
SGPT (26.89 + 2.34 SFunitsiml) (p < 0.05)
" (100 mg.kg'l) SGPT
(19.54 + 4.54 SFunits/ml) (19.33 £ 1.45 SFunits/ml)
(17.55 + 2.04 SFunits/ml) (p >0.05)

24 '
(100 mg.kg'?) (1200 mg.kg'l) SGPT (22.14
+ 1.90 SFunitsiml) (19.01 £ 2.59 SFunits/ml)
(19.49 £ 0.75 SFunits/ml) (p >0.05)
(1200 mg.kg'y) SGPT
(31.60 + 3.97 SFunits/ml)
(P <0.05) SGPT
' 48 (24.74 + 2.48 SFunits/ml)
" (100 mg.kg'1) SGPT (10.17 ¢
0.70 SFunits/ml) (18.78 t 2.32 SFunits/iml)
48 (96 )
(p <0.05) ( 34)

2.2 histopathology
histopathology
" (100 mg.kg'l) " '
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48
(100 mg.kg"l) (1200 mg.kg"1)
(restoration) ' portal vein
midzone H & E
+1 ( ' 36) '
(1200 mg.kg"1) central vein
midzone lymphoid aggregation central vein
+2 ( ' 35)
48
(1200 mg.kg'l)
(11.45 t 2.84%) (100 mg.kg'1)
(1200 mg.kg"1) (11.60 £ 3.48%) (p <0.05)
(p > 0.05)
(1200 mg.kg"1)
(52.45 t 456 %) (100 mg.kg"?1)
(1200 mg.kg"1) (50.48 £ 3.51 %) (p <0.05)
(1200 mg.kg"1) (145 £ 0.41%)
(100 mg.kg"1) (1200 mg.kg"1) (1.02 ¢
0.21%) , (p >0.05) ( ' 37)
(100 mg.kg"1)
SGOT
' 12 (60
) (p <0.05) ‘24, 36, 48 60
(72, 84, 96 108 )

50 1



SGOT Activity (SFunits/ml)

SGPT Activity (SFunits/ml)
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oD
o
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(p <0.05)

(p <0.05)
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48
1 1
central vein midzone
lymphoid aggregation central vein

+2 (H & E X 200)

87

1200



36 48

(100 mgkg \ 48 )
(1200 mg.kg *) 1
(restoration)
, portal vein midzone

+ (H &E X 200)
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I Control
Sucrose
wv-w  APAP
ANAP
% %
2 - o
-EE
“x:,k\ 33 /\/\\
Degeneration Necrosis Mitosis
Cell Types
48
v 100 ,
(Mean £ SE)

intervention treatment
sucrose 3 1

(1200 mg.kg X 1

" (100 mgkg X

(1200 mgkg X 1

(p <0.05)



90

3 50 1
1200
1 transaminase (SGOT
SGPT) histopathology
3.1 transaminase
SGOT ' (1200 mg.kg"1)
12, 24 36 (76.04 + 3.45,
83.06 £ 7.44 77.91 + 8.27 SFunits/ml ) (p <0.05)
48 (67.97 £ 7.26 SFunits/ml)
' (50 mg.kg"1)
(50 mg.kg"l) (1200 mg.kg"1)
SGOT (p >0.05)
24 36
(50  mgkg"l) (1200 mgkg"1) SGOT
(67.67 £ 5.24 69.39 + 2.31 SFunits/ml )
(1200 mg.kg"1) (83.06 = 7.44 7791 + 8.27
SFunits/ml ) (p <0.05) ( 38)
SGPT (1200 mg.kg"1)
12, 24, 36 48 (28.40
+ 3.12, 3024 £ 3.46, 3447 + 535 27.76 + 3.44 SFunits/ml )
(p < 0.05) ' 60 (20.46
t 2.35 SFunits/ml) ‘ (50 mg.kg"1)
SGPT :
(p >0.05) " (50 mg.kg"1)
(1200 mg.kg"1) SGPT (26.30 £ 3.72 SFunits/ml)
(19.44 £ 1.04 SFunits/ml) 12
(p <0.05) 3

(29.01 + 2.03 SFunitsiml) (p <0.05) ( ' 39)
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3.2 histopathology

histopathology 50
1 ,
48
(50 mg.kg"1) (1200 mg.kg'l)
cytoplasm H & E |
+1/12
( 41)
, ' (50 mg.kg'l)
(50 mg.kg') (1200 mg.kg'l) ' ( 40
41)
48
(1200 mg.kg'l)
(11.45 t 2.84%) (1200 mg.kg')
(50 mgkg'l) (28.55 £ 1.64%)
(p <0.05) ( 42)
(p >0.05) ( '43)
(1200 mg.kg'l)
(52.45 + 4.56%) (50 mg.kg'l) (31.60 ¢
1.53%) (50 mgkg'l)
(1200 mg.kg'l) (35.00 £ 1.26%) (20.33
t+ 0.75 %) (p < 0.05) ( 44)
(50 mg.kg'l) (1200 mg.kg'l)

(2.90 £ 0.56%) (p <0.05) 45)
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(50 mg.kg *)
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1
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(p <0.05)
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