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Analysis of Variance Procedure

Class Level Information
Class Levels Values

'GENEGR 2 G181

Number of observations in data set = 20

83



SAS  6:00 Tuesday, September 14, 1993
2

Analysis of Variance Procedure

Dependent Variable: WGT

Sum of Mean
Source DF Squares Square F Vaiue Pr>F
Model 1+ 0.01250000 0.01250000 0.24 0.6320
Error 18  0.94812000  0.05267333

Corrected Total 19  0.96062000

R-Square CcV. Root MSE WGT Mean

0.013012 24.59879  0.220507 0.93300000
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SAS  6:00 Tuesday, September 14, 1993
3

Analysis of Variance Procedure

Dependent Variable: wWGT

Source DF AnovaSS Mean Square F Value Pr> F-e

GENEGR 1 0.01250000 0.01250006 0.24 0.6320



SAS  6:00 Tuesday, September 14, 1993
4

Analysis of Variance Procedure

Class Level Information

Class Levels Values

GENEGR 2 G181

Number of observations in data set = 20

56
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SAS  6:00 Tuesday, September 14,1993

5
Analysis of Variance Procedure
Dependent Variable: BL
Sum of Mean
Source DF Squares Square FValue Pr> F
Model 4 (.20000000 0.20000000 10.06 0.0053
Error 18 0,35800000 0.01988889
Corrected Total | 19  0.55800000
R-Sguare C.V. RootMSE BL Mean

058423 10.00198  0.141028 1.41000000
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SAS  6:00 Tuesday, September 14, 1663
6

Analysis of Variance Procedure

Dependent Variable: BL

Source DF Anova SS  Mean Square Fvalue Pr>F

GENECR 4 0.20000000 0.20000000 10.06 0.0053



SAS  6:00 Tuesday. September 14, 1993
7

Analysis of Variance Procedure

Class Level Information
Class Levels Values

GENEGR 2 G1 St

Number of observations in data set = 20

59



. SAS  ©6:00 Tuesday, September 14, 1993

8

Analysis of Variance Procedure
Dependent Variable: WL

' Sum of Mean
Source DF Squares Square FVvalue Pr>F
Model 1 0.68450000 0.68450000 0.06 0.8117
Error 18 210.84500000 11.71361111
Corrected Toial 19 211.52950000
R-Square CV. Root MSE WL Mean

0.713236 10.59766  3.422515 32,2950000

60
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SAS  6:00 Tuesday, September 14, 1993
9

Analysis of Variance Procedure

Dependent Variable: WL

Source DF Anova SS Mean Sguare F Value Pr>F

GENEGR 1 0.68450000 0.68450000 0.06 0.8117



SAS  6:00 Tuesday, September 14, 1993
10

Analysis of Variance Procedure

Class Leval Information

Class Levels Values

GENEGR 2 G131

Number of observations in data set = 20

62
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SAS  6:00 Tuesday, September 14, 1993

11

Analysis of Variance Procedure

Dependent \ariable: TM

Sum of Mean
Source DF Squares Square FVvalue Pr>F
Mode! 1 0.64800000 0.564800000 0.88 0.3615
Error 18 13.30400000 0.73911111

Corrected Toial 19 13.95200000

R-3quare C.V. Root MSE T™ Mean

316445 10.77338  0.858716 7.98000000
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SAS  6:00 Tuesday, September 14, 1993

12
Analysis of Variance Procedure
Dependent V.riable: TM
Source DF Anova S5 Mean Square FValue Pr>F

GENEGR 1 0.64800000 0.64800000 0.88 0.3615



SAS  6:00 Tuesday, September 14, 1983
13

Analysis of Variance Procegure

Class Level Information
Class Levels Values

GENEGR 2 G1s1

N-imber of observations in data set = 20

65
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SAS  6:00 Tuesday, September 14, 1893

14

Analysis of Variance Procedure

Dependent \ :iable: HD

Sum of Mean
Source OF Squares Square FValue Pr>F
Mode! 4024200000 0.24200000 1.54 0.2303
Error | 18  2.82600000 . 0.15700000
Corrected 7¢ 1I9 3.06800000
R.square CV. Root MSE HD Mean

7. 8879 6.670577  0.396232 5.94000000
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SAS  6:00 Tuesday, September 14, 1993

15
Analysis of Variance Procedure
Dependen! Variable: HD
. Source DF Anova SS Mean Square FValue Pr>F

GENEGR 1  0.24200000 0.24200000 1.54 0.2303



SAS  6:00 Tuesday, September 14, 1993
16

Analysis of Variance Procedure

Class Level Information
Class Levels Values

.
-

GENEGR 2 G181

Number of observations in data set = 20

68
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SAS  6:00 Tuesday, September 14, 1993

17
Analysis of Variance Procedure
Dependent Varizble: TD
Sum of Mean
Source DF Squares Square F Value Pr>F
Model 4051200000 0.51200000 3.13 0.0936
Error ©1f  2,94000000  0.16333333
Corrected Tatal 13 3.45200000
| R-Scure cV. Root MSE TD Mean

£.14%920 8050701  0.404145  5.02000000
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SAS  6:00 Tuesday, September 14, 1993
18

/- wlysis of Variance Procedure

Dependent Vari...x TD

Source “F Anova SS Mean Square F Vaiue Pr>F

GENEGR .1 051200000 0.51200000 3.13 0.0936
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Data Collection
File:

Sample:

Inj. Number:

Number of Points:

Length:

Start Run

Stop Run

Start Collection
Stop Collection
Dyeset/Primer:
Medium Lot #:
Medium Exp Date:
Instrument Name:
Collect Vers.:

Data Analysis
Base Call Start:
Base Call End:

Primer Peak Loc.:

Signal:
Matrix Kame:
Basecaller:

Basecaller Version:
Base Spacing Used:
Base Spacing Calculated:
Length to Detector:

Tube Position:

Module File Name:

1 TGNNCCANCT ACGGGNCAAT TTTATTITIT AACCTAACTC CCCTACTAAG TGTNCC
101 TACATTTATA TNCCACATAT ATTATGGCNC CGGNAATATA TACTATATAT GGNNCTA
201 CTCCCANTGN CCATACTATG CATGANCCAA GACATACTNA TTCACCCTNC TCATANA

301 A

A9e365

865

5

6680

301

9/4/1998, 20:26

9/4/1998, 21:21

9/4/1998, 20:45

9/4/1998, 21:21

DT POP6{BD Set-Any Primer}

ABI PRISM™ 310
ABI PRISM 31@ Collection 1.0.2

746
4000
746
G.(146), A (145}, T (148}, C (169)
BD 22/12/97
ABI-CE1l
Version 3.0
10.56
19.56
47
A9
Seq POP6 Rapid (1 ml) E

CONC- NTTTCCCCCC CAGGGGGGGN NTACTATGCA TAATCGGGCA
ANC CCATTATATG TANACGGNCN TTAATNTATA TTCCACATIT
CAG CTCCAAACCA CTACCAAGTC ACCTAACTAT GAATGGGTGC

100
200
300
490

¢l



Signal G:146 A:145T:148 C:169 Page2o

Model 310 A9-865
ABI.:“{ < Version 3.0 DT POP&{BD Set-Any Primer} Fri, Apr 10, 1998 12.04F
w ABI-CE1 865 BD 22/12/7 Thu, Apr9, 1998 8:26 F
Version 3.0 Lane 5 Points 746 10 4000 Base 1: 746 Spacing: 10.56{10.£
S Ge CCAYC ACGGG CAA © A AMCC AAC CCCC ACCAAG G CCCT C (CCCCCCAGGGGGGG 1 AC A GCA AR CGGGCA ACE A A NCCACA
' 60 70 80 as 119

40 50

h

M,@;&M[,@&hm n '..4 _&'\L

1048

260

30

A 250

f\,

LAJX _LAL)N MJ_L\L

A &4 GGC CCGG 2% A A AC & & C AA CCCA A A G 8 ACGG C AR v A C
130 TAD 169 170 180 140
4
| -
! [\ } i |
l, ;‘ ol \\ ;
Ll il LWl Jn.a I
..As.J. zL.l’..‘n .h d.’(.\.‘i‘ AT .L‘ U;It!'
A Gi CUAAGACA AC A CCC € CA A ACAGC CCARACCAC ACCAAG CACLC ARC A GAS GG GTGCA

A0 230 1514

£L

i

; An o of
NN VLJA\\}
o (o0t



Data Collection

File: B2e875

Sample: 875

Inj. Number: 7

Number of Points: 6680

Length: 335

Start Run 9/4/1998, 22:17
Stop Run 9/4/1998, 23:12

Start Collection
Stop Collection
.Dyeset/Primer:
Medium Lot #:
Medium Exp Date:
Instrument Name:
Collect Vers.:

Data Analysis

9/4/1998, 22:35
9/4/1998, 23:12 .
DT POP6{BD Set-Any Primer}

ABI PRISM™ 310
ABI PRISM 310 Collection 1.€.2

Base Call Start: 520

Base Call End: 4000

Primer Peak Loc.: 520

Signal: G (136), A (122), T (124), € (175)
Matrix Name: BD 22/12/97
Basecaller: ABI-CE1
Basecaller Version: Version 3.0
Base Spacing Used: 10.34

Base Spacing Calculated: 10.34
Length to Detector: 47

Tube Position: B2

Module File Name:

101
201
3e1

NCCGCCTNTN CCANCTTTNT GANCCCACTA CNGNTACANN TTTATTNTTT AACCTAACTN CCCTACTAGG TGTACCCCNN NTTTCCCCNC NAGGGGGGGN
NTACTATGCA TAATCGNGCA TACATTTATA TNCCACATAT ATTNNGGCNC CTGGTTATAT ATACTATATN TGNNCTAAAC CCATTATNTG TATACGGGCN
TTAATCTATA TTCCACATTT CTCCCANTGN CCATTCTATG CNTGANCCAA GACATACTCA TTCACNCTNC TNATANACAG CTCCAAACCA CTACCAAGTC

ACCTAACTAT GANTGGTTGC AGGACATANA TCTCC

Seq POP&é Rapid (1 mL) E

1lee@
200
300
400

172



Page 20

Model 310 B2-875 Signal G:136 A122 T:124 G178
mﬁ' - Version 3.0 : DT POPS{BD Set-Any Primer} Fri, Apr 10, 1998 12:04F
w ABI-CE1 875 BD 221287 Thu, Apr 9, 1998 10:17 F

Version 3.0 Lane 7 Points 520 to 4000 Base 1:520 Spacing: 10.34{10.%
CCGCE  CCAC GAh CCCAC 2C G AA - A AACC AAC CCC AC AGG: G- ACCCC CCCCC AGGGGGGG » AC A GCA ANTCG GCATA
36 40 60 70 80 90 100 i10 120

el

A A A NCCACATA A +GGL . CCGG A AL A AC
130 : ~ 150 170

il

C AAACCCA: A = G A ACGGGC ! -AAIC A=A
180 190 200 7

" J?]\\M,.z Lm&ﬁ AL h ,Lu I i\xﬁu._ ua(lcf\ W T J ol

G :CCA: A GC- GA:CCAAGACA AC C(CA: CAC t C A A ACAGC CCARACCAC +ACCALG CACC A
230 240 256 60 270 280 e ts] 360

TN, " o] |
Dl BN s R Mm}phmf:k

"t IR Y
?U{[\ M (: \f Aol oL AUNAAN Bl




ata Collection
ile:

ample:

nj. Number:
umber of Points:
ength:

tart Run

top Run

tart Collection
top Collection
yeset/Primer:
ledium Lot #:
ledium Exp Date:
‘nstrument Name:
ollect Vers.:

data Analysis
Base Call Start:
Rase Call End:
Primer Peak lLoc.:
Signal:

Matrix Name:
Basecaller:

Basecaller Version:
Base Spacing Used:

Base Spacing Calcu
Length to.Detector:

Tube Position:
Module File Name:

1 NGCTTATGCC ANTTTINNTGG CCCATTACNG NTNCAANTTT ATTNNTTAAC CTAACTNCCC TACT

101 CTATGCATAA TCGGGCATAC ATTTATATAC CACATATATT ATGGCNCCGG
201 TNTATATTCC ACATTTCTCC CANTGCCCAT TCTATGCNTG ANCCAAGACA

B6e885
885
9

6680

331 ,

10/4/1998, 00:07

10/4/1998, 01:02

10/4/1998, 00:26
10/4/1998, 01:02

DT POP6{BD Set-Any Primer}

ABI PRISM™ 310
ABI PRISM 310 Collection 1.8.2

553
4000
553
G (149, A (142, T (165), € (203)
BD 22/12/97
ABI-CE1
Version 3.0
10.34
10.34
47
B6
Seq POP6 Rapid (1 mL) E

301 AACTATGANT GGTTGCAGGA CATAAATCTC C

TCCCCNCNAG GGGGGGNNTA
TATNTGTATA CGGGCATTAA
AAACCACTAC CAAGTCACNT

ANGTGT ACCCONNNTT

TAATATATAC TATATNTGNN CTAAACCCAT

TACTCATTCA CNCTNCTCAT AGACAGCTCC

100

300
400

94



Model 310 B6-885 Signal G:149 A:142 T:165 C:203 Page 10

Am : Version 3.0 DT POP6(BD Set-Any Primer} Fri, Apr 10, 1998 12:27 F
F mV| Version 3.0 Lane 9 Points 553 to 4000 Base 1:553 Spacing: 10.34{10<

« A Gco~ ' '-GGCCCA‘ G O R AMCCABC CCC ACAG GACCCE - CCCOC AGGGGGGE AC:AT GCA AA CGGECA ACAT A & ACCACAIATA

30 Y 5] a0 90 100 116 176G 130
Jﬂ A ' L £
Al dsi,,mu W e M e AR, Al

foGGC CUGG 38 A A AKC A & C ARACCCA A G A ACGGGCA  AA A A CCACA C'CCCA GCCCr O A GC TGATCAAGATAT AC
156 160 170 i 200 210 2720 240 2659

Sl AN AP ke L T YIS A P 1) WY A ) I

~

A £ACC € CA AGACAGC CCAARCCAC ACCAAG CAC AAC A GA: GG: GCAGGACA AaAx (3 C
260 88 209 - 321 33{3

At o olbd v st oo s Ml ool LAt

1l



yata Collection
“ile:

sample:

[nj. Number:
jumber of Points:
Length:

start Run

5top Run

start Collection
5top Collection
Dyeset/Primer:
Medium Lot #:
Medium Exp Date:
Instrument Name:
Collect Vers.:

Data Analysis

107471998, 03:48
10/4/1998, 04:43
10/4/1998, @4:07
10/4/1998, 04:43 _
DT POP6{BD Set-Any Primer}

ABI PRISM™ 310 :
ABI PRISM 310 Collection 1.0.2

Base Call Start: 558

Base Call End: 4000

Primer Peak LocC.: 550 :

Signal: G (88), A(7D, T (), C (100D
Matrix Name: BD 22/12/97

Basecaller: ABI-CE1 .
Basecaller Version: Version 3.0

Base Spacing Used: 10.34

Base Spacing Calculated: 10.34

Length to Detector: 47

Tube Position: (1

Module File Name: Seq POP6 Rapid (1 mL) E

1 GNTGCGCCNN TTNCTGGNCC ACTACNGNTA CATTTTATIN TTTAACCTAA CTNCCTACTA NGTGTACCCC NCNTTTCCCC CNNAGGGGGG GNNTACTATA 100
101 GCATAATCGG GCATACATTN ATATNCCNCA TATATTANGG CNCCGAGTAA TATATACTAT ATNTGCNCTA AACCCATTAT ATGTATACGG GCNTTAATCT 200
201 ATATTNCACA TTTCTCCCAN TGNCCATTNT ATGCATGATC TAAGACATAC TCGTTCACNC TNCTCATAGA CAGCTCCAAA CCACTACCAG AGTCACCTAA igg

361 CTATGNAATG NTTGCAGGAC ATAAATCTNC

8.



Page2o

Model 310 C1+925 Signal G:88 A71 T:79 C:100
\B" . Version3.0 ' DT POPS{BD Set-Any Primer} Fri, Apr 10, 1998 12:27°F
W ABI-CE1 925 BD 2211287 Fri, Apr 10, 1998 3:48/
Version 3.0 Lane 13 Points 550 10 4000 Base 12550 Spacing: 10.34{10.¢
G G’LG(C ;- € GG CCAC AT G ACA A RRCCAAC CC AC A G G fccc ¢ CCCCC AGGGGGGG: AC A AGCA A CGGGLA ECA A A& ICCHCATATA
50 40 50 a5 89 90 a6 110 120 126

’ Al b Jo AL

mam Dj Mlmaﬂ’,wﬂ &N

‘,A\f_‘.\.l
,\ GG CEGAGAA A7 4 AC A A GO ( ARACCCA A A G A ACGGGL AA C A A CACa -C CCCA G "CChr SGCA GA T ARGACATAC
140 150 L8 190 26 220 ! 230 759

QAM N\J o p AN sl oy A s ey PomalL %MAAMMMMM,

AGACAGC CCARACCAC AC(AGAG CACC AR A GAX G GCAGGACA 2AAC C
Tl 316 370 336

Cac:i( CA
~
€

2¢0 270 EESt 298

A

i

LY "RJ\ 5 ')m
’}dﬁm—'{\ugﬁ.ﬂ&kf\ My X m ot o, 2T .,n..dZ(“.D.f_-I.{‘ ;ﬁ.ﬁ’x\)i :bd'né-n-l-h
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