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Appendix

1 Genotypes of P. monodon individuals from Trad province at eight microsatellite loci

Sample Genotype
CSCUPmol | CSCUPmo?2 | CSCUPmo3 | CSCUPmo4 | CSCUPmo6 | CSCUPmo7 CSCUPmo9 | CSCUPmol]
4)) 254/323 165/185 183/185 2407242 1807216 212212 312/358 138/162
V)] 242/254 159/159 179/179 238/246 172/200 184/184 302/366 147/156
(3) 242/275 147/181 177/183 240240 200216 216/220 306/324 141/150
“) 242/251 173/173 147/147 230/242 2047214 - 3147380 147/150
®)] 2721272 147/175 217/219 242/244 170/184 2161216 3147340 144/147
©) 266/266 153/157 £ 230/240 208/218 - - 138/150
@) 242/278 163/181 177179 2307242 186/220 2067206 - 135/147
®) 263/314 157/185 175/181 234/246 2147214 224/224 374/374 144/153
€)) 272/317 177/189 183/183 238/248 170/210 192/192 352/368 147/147
(10) 266/305 1771717 2117211 224/240 208/216 222/234 274/372 135/147
) 3114311 1791213 145/175 240/256 180/180 - 306/378 144/144
(12) 284/284 173/175 181/199 2307236 188/242 196/196 312/328 138/156
(13) 242/317 153/177 1797207 210/230 202/208 212/230 3187326 150/156
(14) 239/299 147173 175/175 240/242 172/206 ' 210210 318/348 147/147
(15) 278281 149/159 181/193 2401242 212212 1847218 300/316 135/147
(16) 266/272 147/147 147/181 242244 220/220 - 3121312 138/144
(7 3261326 165/175 181/181 230242 192/206 - 330/380 135/147
(18) 251/296 159/165 197/197 230/234 174/214 216/216 356/356 141/147
(19) 233242 1731213 197/197 242244 208/208 202222 304/328 144/147
(20) 266/272 165/165 179/179 244/254 182/218 2221222 3047312 138/138
(21) 242/302 159/165 183/183 230/244 198/218 220/220 284/362 141/150
22) 257311 217217 177/193 242/256 200/210 202/202 370/370 147/147
(23) 2751275 153173 179/193 222/230 2087218 196/196 296/306 144/156
(24) 254/260 171/185 179/181 2281236 200/200 212/226 304/374 1411147
(25) 2577311 165/165 179/179 220240 2047206 228/228 296/326 135/147
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(continued)
Sample Genotype
CSCUPmo! | CSCUPmo2 | CSCUPmo3 | CSCUPmod CSCUPmo6 | CSCUPmo7 | CSCUPmo9 | CSCUPmoll

(26) 233/233 177/183 183/183 238/240 204/234 176/176 308/318 144/147
(ﬁ?) 245/245 153/165 181/203 206/236 192216 230/230 312/328 138/147
(28) 2337251 167/183 179/195 206/226 188/188 194/194 304/322 141/150
29) 257/284 177/195 1271177 240/246 194/200 186/186 304/312 138/147
(30) 254/257 169/177 191/197 236/238 166/166 192/192 326/354 147/156
a3n 317317 157/181 185/185 230/250 1781206 192/196 306/314 135/138
32) 2481248 165/185 1817213 2221240 176/202 182/182 3121372 .

(33) 257/257 165/173 147/175 222/224 216/232 2161216 306/322 132/147
(34) 263/302 213217 135/18l1 240240 170/198 184/184 3261372 138/147
(35) 260/260 153/153 169/185 2421244 180/210 196/196 - 135/147
(36) 2307233 169/177 173/177 242/242 176/212 192/192 306/308 138/141
@37 257/302 173179 177/193 210210 2067206 1721172 - -

(38) 224/254 165/165 173/187 242/244 178/200 2201220 300/316 138/147
39 2517254 1531203 1731175 230/246 2187218 186/186 - 147147
(40) 2421272 165/173 199/199 224/242 166/198 182/182 - -

C3)) 245/266 151/167 187/189 232242 2007210 * 186/186 292/298 147)147
42) 2511263 1771177 179/189 232/240 214214 2021216 - 144/147
(43) 2517257 165/169 191/197 230242 202/202 - 316318 147/150
(44) 236/317 165201 171/197 232/238 182/218 182/182 3247380 141/156
45) 2481257 167207 185/191 240/250 176/212 2321232 306322 141/147
(46) 239/254 1751209 187/205 230/246 210216 2161216 - 147/150
47 281/281 177177 177177 2307240 2067206 - 312/328 138/147
(48) 239/278 161/167 179/223 212242 206/206 232232 296/302 135/150
(49) 242/257 153/163 179/179 240/240 184/184 186216 - 135135
(50) 269/281 177/185 179/179 2101236 176/176 202/202 - -

(€3))] 266/269 1531217 175/175 236/240 2061220 - - 138/138
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II Genotypes of P. monodon individuals from Trang province at six microsatellite loci

Sample Genotype
CSCUPmol | CSCUPmo2 | CSCUPmod | CSCUPmo6 | CSCUPmo9 | CSCUPmoll

(¢)] 245/245 147/173 - 204214 - 144/147
) 2751275 161/185 - 184/184 3761376 147/150
()] 266/299 1771177 F 190/212 308/374 147/150
(5) 245/281 153/181 ¢ 210210 3047322 -

(6) 239/257 177/181 240/256 208/210 290/364 147/150
(8) 245/332 147/175 238/238 168/206 310/352 147/162
(10) 254/269 175/181 238/244 164/214 302/318 144/150
(40))] 254/293 159/187 2387252 184/204 298/322 138/150
(12) 278/278 165/215 2201228 174/206 298322 144/150
(13) 254/254 165219 238242 - 302/358 141/150
(14) 251/269 147/173 - 194/236 314/324 147/162
an 2607269 177/185 2261232 1721218 - 144/150
(18) 299/299 213/213 226/244 186/220 302/352 141/144
(19) 245272 173/173 2341236 1807218 366/366 141/147
(20) 239/272 147/165 232/246 196/222 258/338 147147
@1 266/308 153/159 - 2001212 298/306 147/150
(25) 2607260 1537219 228/238 190/190 298/308 138/150
(26) 275/215 177181 - - - 138/147
@7 251317 1771181 226/244 204/208 298/306 “

(28) 263/266 157/215 220/240 204/210 3527356 138/138
(29) 266/266 1771177 2221242 - 362/368 138/147
30) 2397254 167/177 206/240 208/218 - 141/147
@31 2421272 165/173 206/242 174/216 284/360 147/150
(32) 263/326 181/213 2387238 - 300/308 141/150
(33) 266/275 165/167 242/244 178/212 340/368 -
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(continued)
Sample Genotype
CSCUPmol | CSCUPmo2 | CSCUPmo4 | CSCUPmo6 | CSCUPmo9 | CSCUPmol1l
(34) 2397263 157217 240/246 - - 141/147
(35) 263/272 213213 - - 3127322 138/147
(36) 2541272 - 246/254 - - -
an 278/323 165/169 238/254 - - -
(38) 2161290 165/177 2401242 - - -
A9 239/254 1771179 2201236 - - -
(40) 260/260 153/179 234/246 - - -
(42) 302/302 153/169 - - - -
(43) 284/287 1737213 - - - .
44) 239/314 147/151 - - - -
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HI Genotypes of P. monodon individuals from Chumporn province at six microsatellite loci

Sample Genotype

CSCUPmol | CSCUPmo2 | CSCUPmo4 | CSCUPmo6 | CSCUPmo9 | CSCUPmol1
) 263/290 147/167 228/238 210210 296/346 138/147
5) 218284 163/165 226/236 176/214 302/322 135/153
(6) 242/284 153/157 232/238 - 340/364 138/153
(8) 266/266 1471217 1941212 194/212 296/304 135/144
©) 2391275 153/153 228/230 216216 288/340 138/147
(10) 272/272 151/157 226/228 206216 274/274 147/153
(11) 248272 167/175 236/238 192/210 - 138/156
(12) 236/308 153/175 206/232 - 294/294 147/150
(13) 299/323 181/181 - . 294/296 144/147
(14) 254/317 - . 2181218 - 147/150
(15) 2961296 147/175 236/238 1761200 322/330 147/150
(16) 233/266 . 236/240 1821210 294/358 144/147
an 2571260 179/179 230232 184/184 298/356 141/141
(18) 269/281 147/189 240/240 176/208 276/360 144/150
1) 296/323 153/161 226/240 176/176 288/380 135/141
22) 236/290 153/169 210/240 186/212 262/360 135/147
(24) 2511278 153/153 238/238 194/216 310/378 135/138
(25) 311311 153/165 232/238 216/218 - 141/153
(26) 284/314 153/157 236/240 212/234 286/338 138/138
(29) 239/296 153/161 230/238 1941208 308/312 147/156
(30) 257/326 1771203 246252 | 2161216 306/306 147/150
31 248/302 171/181 230242 174/208 306/306 141/147
(32) 2511302 1711181 234/244 174208 290/304 144/147
(33) 257/302 169/173 2301238 2101210 296/296 141/147
(34) 2421272 167/175 - . 296/324 144/147
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(continued)
Sample Genotype
CSCUPmol | CSCUPmMo2 | CSCUPmod | CSCUPmo6 | CSCUPmo9% | CSCUPmoll
(35) 263/272 181/181 - - 304/326 138/147
(36) 242/323 175/203 - - 312/320 -
(37 275/308 167/213 - - 340/374 .
(38) 266/305 169/185 - - . .
(39) 251/251 175/177 - - - .
(40) 251257 | 147/165 . S . )
(41) 233/332 165/167 - - - .
(42) 263/263 1731207 - - - -
(43) 2751293 2077211 - - - .
(44) 269/281 147/177 - - - .
(45) 266/266 177217 - - - .
(46) 260/323 161/181 . - - .
CY)) 239/287 173/197 - - - .
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